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Resumo 
 

Concurrent detection of severe acute respiratory syndrome coronavirus 2 (SARS-CoV-2) and another respiratory virus in individuals can document 

contemporaneous circulation. We used an ongoing, community-based study of school-aged children and their households to evaluate SARS-CoV-2 co-detections 

with other respiratory viruses in a non-medically attended population over a two-year period.Household enrollment was predicated on an acute respiratory 

illness in a child residing in that household who was also a kindergarten through 12th grade student in the participating school district. Demographic, symptom 

and household composition data, and self-collected nasal specimens were obtained on the recruitment day, and 7 and 14 days later, from the index child and all 

other household members. All specimens were tested for SARS-CoV-2/influenza A/B by RT-PCR. Day 0 specimens from the index children were simultaneously 

tested for 17 viruses using a commercial respiratory pathogen panel (RPP). To assess viral co-detections involving SARS-CoV-2, all household specimens were 

tested via RPP if the index child’s Day 0 specimen tested positive to any of the 17 viral targets in RPP and any household member tested positive for SARS-CoV-

2.Of 2,109 participants (497 index children in 497 households with 1,612 additional household members), two (0.1%) were positive for both SARS-CoV-2 and 

influenza A; an additional 11 (0.5%) were positive for SARS-CoV-2 and another RPP-covered respiratory virus. Co-detections predominantly affected school-aged 

children (12 out of 13 total) and were noted in 11 of 497 households.SARS-CoV-2 co-detections with other respiratory viruses were uncommon and 

predominated in school-aged children. 
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Resumo 
 

The National Immunization Survey Adult COVID Module used a random-digit-dialed phone survey during April 22, 2021–January 29, 2022 to 

quantify COVID-19 vaccination, intent, attitudes, and barriers by detailed race/ethnicity, interview language, and nativity. Foreign-born 

respondents overall and within racial/ethnic categories had higher vaccination coverage (80.9%), higher intent to be vaccinated (4.2%), and 

lower hesitancy towards COVID-19 vaccination (6.0%) than US-born respondents (72.6%, 2.9%, and 15.8%, respectively). Vaccination coverage 

was significantly lower for certain subcategories of national origin or heritage (e.g., Jamaican (68.6%), Haitian (60.7%), Somali (49.0%) in 

weighted estimates). Respondents interviewed in Spanish had lower vaccination coverage than interviewees in English but higher intent to be 

vaccinated and lower reluctance. Collection and analysis of nativity, detailed race/ethnicity and language information allow identification of 

disparities among racial/ethnic subgroups. Vaccination programs could use such information to implement culturally and linguistically 

appropriate focused interventions among communities with lower vaccination coverage. 
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Resumo 
 

In January 2022, United States guidelines shifted to recommend isolation for 5 days from symptom onset, followed by 5 days of mask wearing. However, viral 

dynamics and variant and vaccination impact on culture conversion are largely unknown.We conducted a longitudinal study on a university campus, collecting 

daily anterior nasal swabs for at least 10 days for RT-PCR and culture, with antigen rapid diagnostic testing (RDT) on a subset. We compared culture positivity 

beyond day 5, time to culture conversion, and cycle threshold trend when calculated from diagnostic test, from symptom onset, by SARS-CoV-2 variant, and by 

vaccination status. We evaluated sensitivity and specificity of RDT on days 4-6 compared to culture.Among 92 SARS-CoV-2 RT-PCR positive participants, all 

completed the initial vaccine series, 17 (18.5%) were infected with Delta and 75 (81.5%) with Omicron. Seventeen percent of participants had positive cultures 

beyond day 5 from symptom onset with the latest on day 12. There was no difference in time to culture conversion by variant or vaccination status. For 14 sub-

study participants, sensitivity and specificity of day 4-6 RDT were 100% and 86% respectively.The majority of our Delta- and Omicron-infected cohort culture-

converted by day 6, with no further impact of booster vaccination on sterilization or cycle threshold decay. We found that rapid antigen testing may provide 

reassurance of lack of infectiousness, though guidance to mask for days 6-10 is supported by our finding that 17% of participants remained culture positive after 

isolation. 
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Resumo 
 

Measures to limit SARS-CoV-2 transmission in 2020 reduced other viral infections. Among 7 US children’s hospitals, invasive 

pneumococcal disease cumulative incidence decreased by 46% in 2020 vs 2017-2019. Limited droplet transmission of pneumococci 

and preceding viral pathogens may be responsible. 
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Resumo 
 

COVID-19 is erupting globally and Wuhan successfully controlled it within a month. Infections arose from infectious persons outside 

hospitals. After data revision, data-based and model-based analyses are implemented and the conclusions are as follows. The 

incubation period of most infected people may be 6-7 days. The number of infectious persons outside hospitals in Wuhan on Jan.20 

is about 10000 and reached more than 20000 on the day of Lockdown, it exceeded 72000 on Feb.4. Both data-based and model-

based analyses gave out the evolution of the reproduction number, which is over 2.5 in early January, then go down to 1.62 in late 

January and 1.20 in early February, a sudden drop to less than 0.5 due to the strict Stay-at-home management after Feb.11. 

Strategies of Stay-at-home, Safe-protective measures and Ark hospitals are the main contributions to control COVID-19 in Wuhan. 

Two inflection points of COVID-19 in Wuhan exactly correspond to Feb.5 and Feb.15, the two days when Ark hospitals were 

introduced and the complete implementation of Stay-at-home. Based on the expression of the reproduction number, group 

immunity also is discussed. It shows that only when the group immunization rate is over 75 percent can COVID-19 be under control, 

group immunity actually would be full infection and the total deaths will be 220,000 for a city as big as Wuhan. Sensitivity analysis 

suggests that 30 percent of people staying at home in combination with better behavior changes, such as social-distancing and 

frequent hand-washing, can effectively contain COVID-19. But only when this proportion is over 60 percent can the control effect 

and efficiency like Wuhan be obtained. 
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Resumo 
 

The rapid spread of coronavirus disease 2019 (COVID-19) required swift preparation to protect healthcare personnel (HCP) and 

patients, especially in light of personal protective equipment (PPE) shortages. Due to a lack of a pre-existing bio-containment unit, 

we needed to develop a novel approach to cohort patients while working with the pre-existing physical space.OBJECTIVE:Prevent 

disease transmission to non-COVID-19 patients and HCP caring for COVID-19 patients, optimize PPE usage, and provide a 

comfortable and safe working environment.METHODS:An interdisciplinary workgroup developed a combination of approaches to 

convert existing spaces into COVID-19 containment units with high-risk zones (HRZs). We developed standard workflow and visual 

management in conjunction with updated staff training and workflows. Infection Prevention created PPE standard practices for 

ease of use, conservation, and staff safety.RESULTS:The interventions resulted in one possible case of patient-to-HCP transmission 

and zero cases of patient-to-patient transmission. PPE usage decreased with the HRZ model while maintaining a safe environment 

of care. COVID-19 unit staff were extremely satisfied with PPE availability (76.7%) and efforts to protect them from COVID-19 

(72.7%). Approximately half of COVID-19 unit HCP agreed (54.8%) that PPE monitors played an essential role in staff 

safety.CONCLUSIONS:The HRZ model of containment unit is an effective method to prevent the spread of COVID-19 with several 

benefits. It is easily implemented and scaled to account for census changes. Our experience suggests that other institutions do not 

need to modify existing physical structures to create similarly protective spaces. 
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Resumo 
 

At our hospital, universal severe acute respiratory coronavirus virus 2 (SARS-CoV-2) polymerase chain reaction (PCR) testing was 

performed upon admission and again after 2 inpatient days. As community-wide prevalence, admission, and vaccination rates 

varied, the number needed to benefit fluctuated between 16 and 769 and the cost per additional detection fluctuated between 

$800 and $29,400. These 2 metrics were negatively associated with new hospital admissions. No other community indicator was 

associated with the number needed to benefit and cost per additional detection. 

 
 

Referências 
 

BULNES, R. et al. Benefit and cost of repeating a severe acute respiratory coronavirus virus 2 (SARS-CoV-2) polymerase chain 

reaction (PCR) test after the second day of hospitalization in five hospitals during various community prevalences and vaccination 

rates. Infection control and hospital epidemiology, [United Kingdom ], p. 1–4,  june 16, 2022. DOI: 10.1017/ice.2022.157. 

Disponível em: https://www.cambridge.org/core/journals/infection-control-and-hospital-epidemiology/article/benefit-and-cost-of-

repeating-a-severe-acute-respiratory-coronavirus-virus-2-sarscov2-polymerase-chain-reaction-pcr-test-after-the-second-day-of-

hospitalization-in-five-hospitals-during-various-community-prevalences-and-vaccination-

rates/BB198C5726468632A318D07C195EE421. Acesso em: 24  jun. 2022. 

 

Fonte 

https://www.cambridge.org/core/journals/infection-control-and-hospital-epidemiology/article/benefit-and-cost-of-repeating-a-

severe-acute-respiratory-coronavirus-virus-2-sarscov2-polymerase-chain-reaction-pcr-test-after-the-second-day-of-hospitalization-

in-five-hospitals-during-various-community-prevalences-and-vaccination-rates/BB198C5726468632A318D07C195EE421 

https://www.cambridge.org/core/journals/infection-control-and-hospital-epidemiology/article/benefit-and-cost-of-repeating-a-severe-acute-respiratory-coronavirus-virus-2-sarscov2-polymerase-chain-reaction-pcr-test-after-the-second-day-of-hospitalization-in-five-hospitals-during-various-community-prevalences-and-vaccination-rates/BB198C5726468632A318D07C195EE421
https://www.cambridge.org/core/journals/infection-control-and-hospital-epidemiology/article/benefit-and-cost-of-repeating-a-severe-acute-respiratory-coronavirus-virus-2-sarscov2-polymerase-chain-reaction-pcr-test-after-the-second-day-of-hospitalization-in-five-hospitals-during-various-community-prevalences-and-vaccination-rates/BB198C5726468632A318D07C195EE421
https://www.cambridge.org/core/journals/infection-control-and-hospital-epidemiology/article/benefit-and-cost-of-repeating-a-severe-acute-respiratory-coronavirus-virus-2-sarscov2-polymerase-chain-reaction-pcr-test-after-the-second-day-of-hospitalization-in-five-hospitals-during-various-community-prevalences-and-vaccination-rates/BB198C5726468632A318D07C195EE421
https://www.cambridge.org/core/journals/infection-control-and-hospital-epidemiology/article/benefit-and-cost-of-repeating-a-severe-acute-respiratory-coronavirus-virus-2-sarscov2-polymerase-chain-reaction-pcr-test-after-the-second-day-of-hospitalization-in-five-hospitals-during-various-community-prevalences-and-vaccination-rates/BB198C5726468632A318D07C195EE421
https://www.cambridge.org/core/journals/infection-control-and-hospital-epidemiology/article/benefit-and-cost-of-repeating-a-severe-acute-respiratory-coronavirus-virus-2-sarscov2-polymerase-chain-reaction-pcr-test-after-the-second-day-of-hospitalization-in-five-hospitals-during-various-community-prevalences-and-vaccination-rates/BB198C5726468632A318D07C195EE421
https://www.cambridge.org/core/journals/infection-control-and-hospital-epidemiology/article/benefit-and-cost-of-repeating-a-severe-acute-respiratory-coronavirus-virus-2-sarscov2-polymerase-chain-reaction-pcr-test-after-the-second-day-of-hospitalization-in-five-hospitals-during-various-community-prevalences-and-vaccination-rates/BB198C5726468632A318D07C195EE421
https://www.cambridge.org/core/journals/infection-control-and-hospital-epidemiology/article/benefit-and-cost-of-repeating-a-severe-acute-respiratory-coronavirus-virus-2-sarscov2-polymerase-chain-reaction-pcr-test-after-the-second-day-of-hospitalization-in-five-hospitals-during-various-community-prevalences-and-vaccination-rates/BB198C5726468632A318D07C195EE421


LISTA DE REFERÊNCIAS BIBLIOGRÁFICAS E RESUMOS– COVID -19           
        

Atualizado em: 24 de junho de 2022                                                                                             

               

10 

 

 
Título  

 

Omicron variant in Mexico: the fourth COVID-19 wave 

 
Autor(es) 

 

Sergio Isaac De La-Cruz Hernández,  Ana Karen Álvarez-Contreras 

 
 

Resumo 
 

To the Editor : Just when several countries around the world were leaving behind the wave caused by the Delta variant of severe 
acute respiratory syndrome coronavirus 2 (SARS CoV-2), the Omicron variant  emerged causing millions of infections worldwide.1,2 
This new variant of SARS CoV-2 is  characterized by having 32 mutations in the spike protein. It is noteworthy that Delta variant has 
only five mutations in this protein, which is the main antigenic target of antibodies produced by  both infections and vaccination.3 
Furthermore, the Omicron variant is up to 2.8 times more  transmissible than the Delta variant, which itself was more transmissible 
than the Alpha variant. 
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Resumo 
 

While recombination is a feature of coronavirus evolution, previously detected recombinant lineages of SARS-CoV-2 have shown 

limited circulation thus far. Here, we present a detailed phylogenetic analysis of four SARS-CoV-2 lineages to investigate the 

possibility of virus recombination among them. Our analyses reveal well-supported phylogenetic differences between the Orf1ab 

region encoding viral non-structural proteins and the rest of the genome, including Spike (S) protein and remaining reading frames. 

By accounting for several deletions 36 in NSP6, Orf3a and S, we conclude that the B.1.628 major cluster, now designated as lineage 

37 XB, originated from a recombination event between viruses of B.1.631 and B.1.634 lineages. 38 This scenario is supported by the 

spatiotemporal distribution of these lineages across the USA 39 and Mexico during 2021, suggesting this recombination event 

originated in this geographical 40 region. This event raises important questions regarding the role and potential effects of 41 

recombination on SARS-CoV-2 evolution. 
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Resumo 
 

After the acute phase of SARS-CoV-2 infection, children can develop long COVID symptoms. We aimed to investigate the 

prevalence of long-lasting symptoms, the duration and intensity of symptoms, quality of life, number of sick days and absences 

from daycare or school, and psychological and social outcomes in children aged 0–14 years who had been infected with SARS-CoV-

2 relative to controls with no history of SARS-CoV-2 infection. 
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Resumo 
 

COVID-19 has affected many healthcare workers (HCWs) globally. We performed state-wide SARSCoV-2 genomic epidemiological 

investigations to identify HCW transmission dynamics and provide recommendations to optimise healthcare system preparedness 

for future outbreaks. 
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Resumo 
 

 Early, rapid detection of SARS-CoV-2 is essential in healthcare settings in order to implement appropriate infection control 

precautions and rapidly assign patients to care pathways. Rapid testing methods, such as SARSCoV-2 rapid antigen testing (RAT) 

may improve patient care, despite a lower sensitivity than real-time PCR (RTPCR) testing. 
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Resumo 

 

Global healthcare systems continue to be challenged by the COVID-19 pandemic, and there is a need for clinical assays that can 

help optimise resource allocation, support treatment decisions, and accelerate the development and evaluation of new therapies. 
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Resumo 
 

Epidemiologic studies suggest maternal immune activation during pregnancy may be associated with neurodevelopmental effects 

in offspring.To evaluate whether in utero exposure to SARS-CoV-2 is associated with risk for neurodevelopmental disorders in the 

first 12 months after birth.This retrospective cohort study examined live offspring of all mothers who delivered between March and 

September 2020 at any of 6 Massachusetts hospitals across 2 health systems. Statistical analysis was performed from October to 

December 2021.Maternal SARS-CoV-2 infection confirmed by a polymerase chain reaction test during 

pregnancy.Neurodevelopmental disorders determined from International Statistical Classification of Diseases and Related Health 

Problems, Tenth Revision (ICD-10) diagnostic codes over the first 12 months of life; sociodemographic and clinical features of 

mothers and offspring; all drawn from the electronic health record.The cohort included 7772 live births (7466 pregnancies, 96% 

singleton, 222 births to SARS-CoV-2 positive mothers), with mean (SD) maternal age of 32.9 (5.0) years; offspring were 9.9% Asian 

(772), 8.4% Black (656), and 69.0% White (5363); 15.1% (1134) were of Hispanic ethnicity. Preterm delivery was more likely among 

exposed mothers: 14.4% (32) vs 8.7% (654) (P = .003). Maternal SARS-CoV-2 positivity during pregnancy was associated with 

greater rate of neurodevelopmental diagnoses in unadjusted models (odds ratio [OR], 2.17 [95% CI, 1.24-3.79+; P = .006) as well as 

those adjusted for race, ethnicity, insurance status, offspring sex, maternal age, and preterm status (adjusted OR, 1.86 [95% CI, 

1.03-3.36+; P = .04). Third-trimester infection was associated with effects of larger magnitude (adjusted OR, 2.34 [95% CI, 1.23-

4.44+; P = .01).This cohort study of SARS-CoV-2 exposure in utero found preliminary evidence that maternal SARS-CoV-2 may be 

associated with neurodevelopmental sequelae in some offspring. Prospective studies with longer follow-up duration will be 
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required to exclude confounding and confirm these associations. 
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Resumo 
 
 
 
 
 
 
 
 
 
 

Recommendations for additional doses of COVID-19 vaccines for people with HIV (PWH) are restricted to those with advanced 

disease or unsuppressed HIV viral load. Understanding SARS-CoV-2 infection risk after vaccination among PWH is essential for 

informing vaccination guidelines.To estimate the rate and risk of breakthrough infections among fully vaccinated PWH and people 

without HIV (PWoH) in the United States.This cohort study used the Corona-Infectious-Virus Epidemiology Team (CIVET)-II (of the 

North American AIDS Cohort Collaboration on Research and Design [NA-ACCORD], which is part of the International Epidemiology 

Databases to Evaluate AIDS [IeDEA]), collaboration of 4 prospective, electronic health record–based cohorts from integrated health 

systems and academic health centers. Adult PWH who were fully vaccinated prior to June 30, 2021, were matched with PWoH on 

date of full vaccination, age, race and ethnicity, and sex and followed up through December 31, 2021.HIV infection.COVID-19 

breakthrough infections, defined as laboratory evidence of SARS-CoV-2 infection or COVID-19 diagnosis after a patient was fully 

vaccinated.Among 113 994 patients (33 029 PWH and 80 965 PWoH), most were 55 years or older (80 017 *70%+) and male 

(104 967 *92%+); 47 098 (41%) were non-Hispanic Black, and 43 218 (38%) were non-Hispanic White. The rate of breakthrough 

infections was higher in PWH vs PWoH (55 [95% CI, 52-58] cases per 1000 person-years vs 43 [95% CI, 42-45] cases per 1000 

person-years). Cumulative incidence of breakthroughs 9 months after full vaccination was low (3.8% [95% CI, 3.7%-3.9%]), albeit 

higher in PWH vs PWoH (4.4% vs 3.5%; log-rank P &lt; .001; risk difference, 0.9% *95% CI, 0.6%-1.2%]) and within each vaccine type. 

Breakthrough infection risk was 28% higher in PWH vs PWoH (adjusted hazard ratio, 1.28 [95% CI, 1.19-1.37]). Among PWH, 

younger age (&lt;45 y vs 45-54 y), history of COVID-19, and not receiving an additional dose (aHR, 0.71 [95% CI, 0.58-0.88]) were 

associated with increased risk of breakthrough infections. There was no association of breakthrough with HIV viral load 
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Resumo 
 

suppression, but high CD4 count (ie, ≥500 cells/mm3) was associated with fewer breakthroughs among PWH.In this study, COVID-

19 vaccination, especially with an additional dose, was effective against infection with SARS-CoV-2 strains circulating through 

December 31, 2021. PWH had an increased risk of breakthrough infections compared with PWoH. Expansion of recommendations 

for additional vaccine doses to all PWH should be considered. 
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Resumo 
 

The increasing trend in COVID-19-associated multisystem inflammatory syndrome in children MIS-C has been reported as severe 

acute respiratory syndrome coronavirus 2 continues to spread worldwide. Impact of covid 19 on newborns remains uncertain, 

while low, but the risk of neonatal infection does exist. A study from China reported 3% of neonates had evidence of SARS-CoV-2 

infection. Postnatal infection is considered through horizontal transmission, as SARS-CoV-2 testing on placenta, umbilical cord, 

amniotic fluid, vaginal secretions, and breast milk samples has been negative. Diagnosis of MIS-C is based on 6 criteria: pediatric 

age, persistence fever, raised inflammatory markers, signs of organ dysfunction, lack of an alternative diagnosis, and temporal 

relation to COVID-19 infection or exposureA CASE REPORT 24 days old neonate presented with fever, Reluctance to feed and 

Respiratory distress for 1 day. He was born to a mother G2P1 + 0 with no Co-morbid at 38 weeks gestation with APGAR scores of 8 

at 1 minute and 9 at 5 minutes. Clinically he was febrile with heart rate of 270 beats per minute and respiratory rate of 70 breaths 

per minute. First and 2nd heart sounds were audible along with gallop rhythm. ECG showed rate of 270 &amp; absent p wave 

suggestive of supraventricular tachycardia. INVESTIGATIONS His pro BNP 152772 pg/ml and trop I were significantly raised. 

Echocardiography was consistent with severe biventricular dysfunction and ejection fraction of 20 %. COVID antibodies were sent 

which were reactive. His inflammatory markers ferritin, LDH and D Dimer were strikingly raised. Two blood cultures and bio fire 

were negative, fulfilling the MIS-C criteria Adenosine was given twice with no improvement, IV amiodarone was added, which 

reverted SVT. IVIG was given.Improved echocardiographic led to extubation on day seven AND DISCHARGEDMIS-C in a neonate 

highlights the importance of considering the increasing spectrum of clinical manifestations, associated with SARS-CoV-2 infection. 
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Further research is needed to make neonatal MISC guidelines 
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Resumo 

 

Omicron, a fast-spreading SARS-CoV-2 variant of concern reported to the World Health Organization on November 24, 

2021, has raised international alarm. We estimated there is at least 50% chance that Omicron had been introduced by 

travellers from South Africa into 11 of the 14 countries studied by November 28, 2021. 
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Resumo 

 

Among 134,223 patients with COVID-19, we assessed how risk of hospitalization changed at different intervals in the pandemic, 

controlling for prior COVID-19 immunity. In multivariable analysis, outpatients with COVID-19 during the Omicron predominant 

time period had significantly lower odds of hospitalization compared to pre-Delta (aOR 0.26, 95% CI [0.22-0.32]). 
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Resumo 
 
 
 
 
 
 
 
 
 
 
 
 
 
 

Children infected with severe acute respiratory syndrome coronavirus 2 (SARS-CoV-2) are usually asymptomatic or have mild 

coronavirus disease (COVID) with low rates of hospitalization. Two long-term consequences have been described after SARS-CoV-2 

infection. The first is multisystem inflammatory syndrome in children (MIS-C) and the second is “long COVID”. Data on long COVID 

in pediatric patients has increasingly been published, giving new insights into the ways this phenomenon affects children. This 

study aimed to describe the persistent symptom spectrum of patients with acute SARS-CoV-2 infection and MIS-C two months after 

the diagnosis.This was a prospective cohort study conducted at the Children's Clinical University Hospital in Latvia. The study 

population of pediatric COVID-19 and MIS-C patients were invited to participate between December 1, 2020, and December 31, 

2021. The study included children with moderate and severe acute SARS-CoV-2 infection who required hospitalization and MIS-C. 

Overall, 53 acute Covid-19 and 22 MIS-C patients were enrolled in the study. All patients were evaluated by specially designed 

assessment protocols. The Ethics Committee of Riga Stradins University reviewed and approved the study protocol questionnaire 

and informed consent forms (approval No. 6-1/07/35). Descriptive statistics were used to present the data.Data showed that two 

months after acute SARS-CoV-2 infection 84% (n=45) of patients had at least one persistent symptom. In addition, 73% (n=16) of 

MIS-C patients reported at least one persistent symptom. Generally, the most commonly reported complaints among COVID-19 

patients included rhinorrhea (41%), cognitive sequelae such as mood swings (38%) and irritability (36%), prolonged cough (30%), 

anxiety (19%), night sweats (15%), sore throat and shortness of breath (13%). In the MIS-C patient group - body weight changes and 

mood swings (36%), irritability (27%), poor attention (23%), fatigue (18%), and in 14% of cases were observed myalgia, night 

sweats, difficulties concentrating and anxiety. There were other similar but less common complaints in both groups, such as 

prolonged fever, nausea, shortness of breath, dizziness and memory impairment.We found that at the time of interview more than 
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Resumo 
 

half of COVID-19 and MIS-C patients reported at least one persistent symptom. Symptoms including rhinorrhea, mood swings, 

irritability, prolonged cough, poor attention and fatigue were the most frequently reported complaints of long COVID-19 after 

acute SARS-CoV-2 infection and MIS-C, representing the wide range of symptoms affecting children. 
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Resumo 
 

OBJECTIVE: The COVID-19 pandemic resulted in millions of deaths worldwide and is considered a significant mass-casualty disaster (MCD). The 

surge of patients and scarcity of resources negatively impacted hospitals, patients, and medical practice. We hypothesized ICUs during this MCD 

had a higher acuity of illness and subsequently had increased lengths of stay (LOS), complication rates, death rates, and costs of care. The 

purpose of this study was to investigate those outcomes. METHODS: This was a multicenter, retrospective study that compared intensive care 

admissions in 2020 to those in 2019 to evaluate patient outcomes and cost of care. Data were obtained from the Vizient Clinical Data 

Base/Resource Manager. RESULTS: Data included the number of ICU admissions, patient outcomes, case mix index, and summary of cost 

reports. Quality outcomes were also collected. 1,304,981 patients from 333 hospitals were included. For all medical centers, there was a 

significant increase in LOS index, ICU LOS, complication rate, case mix index, total cost, and direct cost index.CONCLUSION: The MCD caused by 

COVID-19 was associated with increased adverse outcomes and cost-of-care for ICU patients. 
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The Omicron variant is striking Iraqi Kurdistan in January 2022: Would preventive measures contain the new wave? 
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Resumo 

 

The SARS-COV-2 virus remains a major threat all over the world including Iraqi Kurdistan. As of February 25, 2022, there were 

2,298,164 confirmed COVID-19 cases and 24,931 death cases recorded in Iraq... 
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Resumo 
 

Globally, countries have used diverse methods to report data during the COVID-19 pandemic. Using international guidelines and principles of emergency 

management, we compare national data reporting systems in African countries in order to determine lessons for future pandemics. We analyse COVID-19 

reporting practices across 54 African countries through 2020. Reporting systems were diverse and included summaries, press releases, situation reports, and 

online dashboards. These systems were communicated via social media accounts and websites belonging to ministries of health and public health. Data 

variables from the reports included event detection (cases/deaths/recoveries), risk assessment (demographics/co-morbidities), and response (total 

tests/hospitalizations). Of countries with reporting systems, 36/53 (67.9%) had recurrent situation reports and/or online dashboards which provided more 

extensive data. All of these systems reported cases, deaths, and recoveries. However, few systems contained risk assessment and response data, with only 5/36 

(13.9%) reporting patient co-morbidities and 9/36 (25%) including total hospitalizations. Further evaluation of reporting practices in Cameroon, Egypt, Kenya, 

Senegal, and South Africa as examples from different sub-regions revealed differences in reporting healthcare capacity and preparedness data. Improving the 

standardization and accessibility of national data reporting systems could augment research and decisionmaking, as well as increase public awareness and 

transparency for national governments. 
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Resumo 
 

Surveillance data shows a geographical overlap between the early COVID-19 pandemic and the past Q fever epidemic (2007-2010) in the Netherlands. We 

investigated the relationship between past Q fever and SARS-CoV-2 infection in 2020/2021, using a retrospective matched cohort study. In January 2021, former 

Q fever patients received a questionnaire on demographics, SARS-CoV-2 test results, and related hospital/intensive care unit (ICU) admissions. SARS-CoV-2 

incidence with 95% confidence intervals (CI) in former Q fever patients and standardized incidence ratios (SIR) to compare to the age-standardized SARS-CoV-2 

incidence in the general regional population were calculated. Among 890 former Q fever patients (response rate: 68%), 66 had a PCR-confirmed SARS-CoV-2 

infection. Of these, nine (14%) were hospitalized and two (3%) admitted to ICU. From February-June 2020 the SARS-CoV-2 incidence was 1573/100000 (95%CI 

749-2397) in former Q fever patients and 695/100000 in the general population (SIR 2.26; 95%CI 1.24-3.80). The incidence was not significantly higher from 

September 2020-February 2021. We found no sufficient evidence for a difference in SARS-CoV-2 incidence or an increased severity in former Q fever patients 

versus the general population during the period with widespread SARS-CoV2 testing availability (September 2020-February 2021). This indicates that former Q 

fever patients do not have a higher risk of SARS-CoV-2 infection. 
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Resumo 

 

We describe COVID-19 cases among non-physician healthcare personnel (HCP) by work location. The proportion of HCP with 

COVID-19 was highest in the emergency department and lowest among those working remotely. COVID-19 and non-COVID-19 units 

had similar proportions of HCP with COVID-19 (13%). Cases decreased across all work locations following COVID-19 vaccination. 

 
Referências 

 

KOBAYASHI, T. et al. Coronavirus Disease-2019 (COVID-19) among Non-physician Healthcare Personnel by Work Location at a 

Tertiary Care Center, Iowa, 2020–2021. Infection control and hospital epidemiology, [United Kingdom], p. 1–11, June 2, 2022. DOI: 

10.1017/ice.2022.148. Disponível em: 

https://www.cambridge.org/core/product/identifier/S0899823X22001489/type/journal_article. Acesso em: 10 jun. 2022. 

 

Fonte 

https://www.cambridge.org/core/services/aop-cambridge-

core/content/view/DA9DC9B2407CBE77914125A03C83589C/S0899823X22001489a.pdf/coronavirus_disease2019_covid19_among

_nonphysician_healthcare_personnel_by_work_location_at_a_tertiary_care_center_iowa_20202021.pdf 

 

 

 

https://www.cambridge.org/core/product/identifier/S0899823X22001489/type/journal_article
https://www.cambridge.org/core/services/aop-cambridge-core/content/view/DA9DC9B2407CBE77914125A03C83589C/S0899823X22001489a.pdf/coronavirus_disease2019_covid19_among_nonphysician_healthcare_personnel_by_work_location_at_a_tertiary_care_center_iowa_20202021.pdf
https://www.cambridge.org/core/services/aop-cambridge-core/content/view/DA9DC9B2407CBE77914125A03C83589C/S0899823X22001489a.pdf/coronavirus_disease2019_covid19_among_nonphysician_healthcare_personnel_by_work_location_at_a_tertiary_care_center_iowa_20202021.pdf
https://www.cambridge.org/core/services/aop-cambridge-core/content/view/DA9DC9B2407CBE77914125A03C83589C/S0899823X22001489a.pdf/coronavirus_disease2019_covid19_among_nonphysician_healthcare_personnel_by_work_location_at_a_tertiary_care_center_iowa_20202021.pdf


LISTA DE REFERÊNCIAS BIBLIOGRÁFICAS E RESUMOS– COVID -19           
        

Atualizado em: 24 de junho de 2022                                                                                             

               

31 

 

 
Título  

 

COVID-19 trajectories among 57 million adults in England: a cohort study using electronic health records 

 
Autor(es) 

 

Johan H Thygesen, Christopher Tomlinson, Sam Hollings, Mehrdad A Mizani, Alex Handy, Ashley Akbari, Amitava Banerjee, Jennifer 
Cooper, Alvina G Lai, Kezhi Li, Bilal A Mateen, Naveed Sattar, Reecha Sofat, Ana Torralbo, Honghan Wu, Angela Wood, Jonathan A C 
Sterne, Christina Pagel, William N Whiteley, Cathie Sudlow, Harry Hemingway, Spiros Denaxas, on behalf of the Longitudinal Health 
and Wellbeing COVID-19 National Core Study and the CVD-COVID-UK/COVID-IMPACT Consortium 

 
 

Resumo 
 

Updatable estimates of COVID-19 onset, progression, and trajectories underpin pandemic mitigation efforts. To identify and 

characterise disease trajectories, we aimed to define and validate ten COVID-19 phenotypes from nationwide linked electronic 

health records (EHR) using an extensible framework. 
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Resumo 
 

The risk of severe COVID-19 outcomes in people with immune-mediated inflammatory diseases and on immune-modifying drugs 

might not be fully mediated by comorbidities and might vary by factors such as ethnicity. We aimed to assess the risk of severe 

COVID-19 in adults with immune-mediated inflammatory diseases and in those on immune-modifying therapies. 
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Resumo 
 

Evaluation of COVID-19 vaccine booster effectiveness is essential as new variants of SARS-CoV-2 emerge. Data support the 

effectiveness of booster doses in preventing severe disease and hospitalization; however, the association with reducing incident 

SARS-CoV-2 infections is not clear. We compared the incidence of SARS-CoV-2 infection in players and staff of the National 

Basketball Association (NBA) who did vs those who did not receive a booster dose. 
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Resumo 
 

Pregnant women are recommended to receive COVID-19 vaccination to reduce risk of severe COVID-19. Whether vaccination 

during pregnancy also provides passive protection to infants after birth remains unclear.To determine whether COVID-19 

vaccination in pregnancy was associated with reduced risk of COVID-19 in infants up to age 4 months during COVID-19 pandemic 

periods dominated by Delta and Omicron variants.This nationwide, register-based cohort study included all live-born infants born 

in Norway between September 1, 2021, and February 28, 2022.Maternal messenger RNA COVID-19 vaccination during second or 

third trimester compared with no vaccination before or during pregnancy.The risk of a positive polymerase chain reaction test 

result for SARS-CoV-2 during an infant’s first 4 months of life by maternal vaccination status during pregnancy with either dose 2 or 

3 was estimated, as stratified by periods dominated by the Delta variant (between September 1 and December 31, 2021) or 

Omicron variant (after January 1, 2022, to the end of follow-up on April 4, 2022). A Cox proportional hazard regression was used, 

adjusting for maternal age, parity, education, maternal country of birth, and county of residence.Of 21 643 live-born infants, 9739 

(45.0%) were born to women who received a second or third dose of a COVID-19 vaccine during pregnancy. The first 4 months of 

life incidence rate of a positive test for SARS-CoV-2 was 5.8 per 10 000 follow-up days. Infants of mothers vaccinated during 

pregnancy had a lower risk of a positive test compared with infants of unvaccinated mothers and lower risk during the Delta 

variant–dominated period (incidence rate, 1.2 vs 3.0 per 10 000 follow-up days; adjusted hazard ratio, 0.29; 95% CI, 0.19-0.46) 

compared with the Omicron period (incidence rate, 7.0 vs 10.9 per 10 000 follow-up days; adjusted hazard ratio, 0.67; 95% CI, 0.57-

0.79).The results of this Norwegian population-based cohort study suggested a lower risk of a positive test for SARS-CoV-2 during 

the first 4 months of life among infants born to mothers who were vaccinated during pregnancy. Maternal COVID-19 vaccination 
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may provide passive protection to young infants, for whom COVID-19 vaccines are currently not available. 
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Resumo 
 
 
 
 
 
 

Few data are available on COVID-19 outcomes among pregnant women in sub-Saharan Africa (SSA), where high-risk comorbidities 

are prevalent. We investigated the impact of pregnancy on SARS-CoV-2 infection and of SARS-CoV-2 infection on pregnancy to 

generate evidence for health policy and clinical practice.We conducted a 6-country retrospective cohort study among hospitalized 

women of childbearing age between 1 March 2020 and 31 March 2021. Exposures were (1) pregnancy and (2) a positive SARS-CoV-

2 RT-PCR test. The primary outcome for both analyses was intensive care unit (ICU) admission. Secondary outcomes included 

supplemental oxygen requirement, mechanical ventilation, adverse birth outcomes, and in-hospital mortality. We used log-

binomial regression to estimate the effect between pregnancy and SARS-CoV-2 infection. Factors associated with mortality were 

evaluated using competing-risk proportional subdistribution hazards models.Our analyses included 1315 hospitalized women: 510 

pregnant women with SARS-CoV-2, 403 nonpregnant women with SARS-CoV-2, and 402 pregnant women without SARS-CoV-2 

infection. Among women with SARS-CoV-2 infection, pregnancy was associated with increased risk for ICU admission (adjusted risk 
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Resumo 
 

ratio [aRR]: 2.38; 95% CI: 1.42–4.01), oxygen supplementation (aRR: 1.86; 95% CI: 1.44–2.42), and hazard of in-hospital death 

(adjusted sub-hazard ratio [aSHR]: 2.00; 95% CI: 1.08–3.70). Among pregnant women, SARS-CoV-2 infection increased the risk of 

ICU admission (aRR: 2.0; 95% CI: 1.20–3.35), oxygen supplementation (aRR: 1.57; 95% CI: 1.17–2.11), and hazard of in-hospital 

death (aSHR: 5.03; 95% CI: 1.79–14.13).Among hospitalized women in SSA, both SARS-CoV-2 infection and pregnancy 

independently increased risks of ICU admission, oxygen supplementation, and death. These data support international 

recommendations to prioritize COVID-19 vaccination among pregnant women. 
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Resumo 
 

It seems like a lifetime ago, but the first clinically approved vaccine against SARS-CoV-2 was given to a patient just 17 months ago, 

on 8 December 2020. Since that first vaccine dose, developed by the drug company Pfizer, a number of vaccines have been 

developed. Ten are approved by the World Health Organization, and scores more are still undergoing trials... 
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Resumo 
 

The post-acute sequelae of severe acute respiratory syndrome coronavirus 2 (SARS-CoV-2) infection—also referred to as Long COVID—have been described, but 

whether breakthrough SARS-CoV-2 infection (BTI) in vaccinated people results in post-acute sequelae is not clear. In this study, we used the US Department of 

Veterans Affairs national healthcare databases to build a cohort of 33,940 individuals with BTI and several controls of people without evidence of SARS-CoV-2 

infection, including contemporary (n = 4,983,491), historical (n = 5,785,273) and vaccinated (n = 2,566,369) controls. At 6 months after infection, we show that, 

beyond the first 30 days of illness, compared to contemporary controls, people with BTI exhibited a higher risk of death (hazard ratio (HR) = 1.75, 95% 

confidence interval (CI): 1.59, 1.93) and incident post-acute sequelae (HR = 1.50, 95% CI: 1.46, 1.54), including cardiovascular, coagulation and hematologic, 

gastrointestinal, kidney, mental health, metabolic, musculoskeletal and neurologic disorders. The results were consistent in comparisons versus the historical 

and vaccinated controls. Compared to people with SARS-CoV-2 infection who were not previously vaccinated (n = 113,474), people with BTI exhibited lower risks 

of death (HR = 0.66, 95% CI: 0.58, 0.74) and incident post-acute sequelae (HR = 0.85, 95% CI: 0.82, 0.89). Altogether, the findings suggest that vaccination before 

infection confers only partial protection in the post-acute phase of the disease; hence, reliance on it as a sole mitigation strategy may not optimally reduce long-

term health consequences of SARS-CoV-2 infection. The findings emphasize the need for continued optimization of strategies for primary prevention of BTI and 

will guide development of post-acute care pathways for people with BTI. 
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Resumo 
 

Severe acute respiratory syndrome coronavirus 2 (SARS-CoV-2) is the causative respiratory pathogen responsible for coronavirus disease 2019 

(COVID-19). In 2020, the power of open science was visible to all, as novel vaccinology led to rapid establishment of vaccine clinical trials, and 

subsequent authorization of SARS-CoV-2 at an unprecedented pace. This evoked rapid deployment of SARS-CoV-2 vaccines and booster doses to 

keep with the ever-changing landscape of SARS-CoV-2. In this review, we provide an overview of vaccine efficacy studies, which have been well 

characterized in healthy individuals. Nevertheless, vaccine efficacy within the immunosuppressed is less well characterized, as these individuals 

were omitted from initial efficacy studies. Consequently, vaccine-induced responses in this group are relatively unknown. Currently, limited 

evidence investigating vaccine efficacy within the immunosuppressed is available. Here, we provide an overview of SARS-CoV-2 infection and 

associated pathogenesis. Furthermore, we undertake a critical analysis of observed vaccine responses from clinical studies, conducted in healthy 

and immunosuppressed populations. Whilst vaccine deployment has curbed mortality, there are significant challenges that lie ahead. This 

includes correlating vaccine responses with protective immunity and ensuring that global vaccine equity is met. 
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Resumo 
 

The SARS-CoV-2 Omicron BA.2 sub-lineage has gained in proportion relative to BA.1. As spike (S) protein variations may underlie differences in 

their pathobiology, here we determine cryo-EM structures of the BA.2 S ectodomain and compare these to previously determined BA.1 S 

structures. BA.2 Receptor Binding Domain (RBD) mutations induce remodeling of the RBD structure resulting in tighter packing and improved 

thermostability. Interprotomer RBD interactions are enhanced in the closed (or 3-RBD-down) BA.2 spike, while the fusion peptide is less 

accessible to antibodies than in BA.1. Binding and pseudovirus neutralization assays reveal extensive immune evasion while defining epitopes of 

two outer RBD face binding antibodies, DH1044 and DH1193, that neutralize both BA.1 and BA.2. Taken together, our results indicate that 

stabilization of the closed state through interprotomer RBD-RBD packing is a hallmark of the Omicron variant, and show differences in key 

functional regions in the BA.1 and BA.2 S proteins. 
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Resumo 
 

Prisons are susceptible to outbreaks. Control measures focusing on isolation and cohorting negatively affect wellbeing. We present an outbreak of COVID-19 in a 

large male prison in Wales, UK, October 2020 to April 2021, and discuss control measures. We gathered case-information, including demographics, staff-

residence postcode, resident cell number, work areas/dates, test results, staff interview dates/notes and resident prisontransfer dates. Epidemiological curves 

were mapped by prison location. Control measures included isolation (exclusion from work or cell-isolation), cohorting (new admissions and work-area groups), 

asymptomatic testing (case-finding), removal of communal dining and movement restrictions. Facemask use and enhanced hygiene were already in place. 

Whole genome sequencing (WGS) and interviews determined genetic relationship between cases plausibility of transmission. Of 453 cases, 53% (n=242) were 

staff, most aged 25-34 years (11.5% females, 27.15% males) and symptomatic (64%). Crude attack-rate was higher in staff (29%, 95%CI: 26-64%) than in 

residents (12%, 95%CI: 9-15%). Whole genome sequencing can help differentiate multiple introductions from person-toperson transmission in prisons. It should 

be introduced alongside asymptomatic testing as soon as possible to control prison outbreaks. Timely epidemiological investigation, including data visualisation, 

allowed dynamic risk assessment and proportionate control measures, minimising reduction in resident welfare. 
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Resumo 

 

COVID-19 has affected the African region in many ways. We aimed to generate robust information on the transmission dynamics of 

COVID-19 in this region since the beginning of the pandemic and throughout 2022. 
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Resumo 

 

Screen time has increased as a result of the COVID-19 pandemic, and several correlates have been associated with these increases. 

These changes, however, have not been aggregated. It was the aim of this review to (a) aggregate changes in screen time in adults 

and children, and (b) report on variables in relation to screen time during the COVID-19 pandemic. 
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Resumo 
 

Multisystem inflammatory syndrome in children (MIS-C) is the most severe clinical entity associated with pediatric SARS-CoV-2 

infection with a putative role of the spike protein into the immune system activation. Whether COVID-19 mRNA vaccine can induce 

this complication in children is unknown. We aimed to assess the risk of hyper-inflammatory syndrome following COVID-19 mRNA 

vaccine in children. Methods: We conducted a post-authorization national population-based surveillance using the French 

enhanced pharmacovigilance surveillance system for COVID-19 vaccines. All cases of suspected hyper-inflammatory syndrome 

following COVID-19 mRNA vaccine in 12–17-year-old children between June 15th, 2021 and January 1st, 2022, were reported. 

Cases were reviewed according to WHO criteria for MIS-C. The reporting rate of this syndrome was compared to the MIS-C rate per 

1,000,000 12–17-year-old children infected by SARS-CoV-2. Findings:  Up to January 2022, 8,113,058 COVID-19 mRNA vaccine 

doses were administered to 4,079,234 12–17-year-old children. Among them, 12 presented a hyper-inflammatory syndrome with 

multisystemic involvement. Main clinical features included male predominance (10/12, 83%), cardiac involvement (10/12, 83%), 

digestive symptoms (10/12, 83%), coagulopathy (7/12, 58%), cytolytic hepatitis (6/12, 50%), and shock (5/12, 42%). 4/12 (33%) 

required intensive care unit transfer, and 3/12 (25%) hemodynamic support. All cases recovered. In eight cases, no evidence of 

previous SARS-CoV-2 infection was found. The reporting rate was 1.5 (95%CI [0.8; 2.6]) per 1,000,000 doses injected, i.e. 2.9 (95%CI 

[1.5; 5.1]) per 1,000,000 12–17-year-old vaccinated children. As a comparison, 113 MIS-C (95%CI [95; 135]) occurred per 1,000,000 

12–17-year-old children infected by SARS-CoV-2. Interpretation: Very few cases of hyper-inflammatory syndrome with multi-organ 

involvement occurred following COVID-19 mRNA vaccine in 12–17-year-old children. The low reporting rate of this syndrome, 
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compared to the rate of post-SARS-CoV-2 MIS-C in the same age-group, largely supports the vaccination in a context of an 

important circulation of SARS-CoV-2.  
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Resumo 
 
 
 
 
 
 
 
 
 
 
 

There has been large geographic inequity in vaccination coverage across Chicago, Illinois, with higher vaccination rates in zip codes 

with residents who predominantly have high incomes and are White.To determine the association between inequitable zip code–

level vaccination coverage and COVID-19 mortality in Chicago.This retrospective cohort study used Chicago Department of Public 

Health vaccination and mortality data and Cook County Medical Examiner mortality data from March 1, 2020, through November 6, 

2021, to assess the association of COVID-19 mortality with zip code–level vaccination rates. Data were analyzed from June 1, 2021, 

to April 13, 2022.Zip code–level first-dose vaccination rates before the Alpha and Delta waves of COVID-19.The primary outcome 

was deaths from COVID-19 during the Alpha and Delta waves. The association of a marginal increase in zip code–level vaccination 

rate with weekly mortality rates was estimated with a mixed-effects Poisson regression model, and the total number of 

preventable deaths in the least vaccinated quartile of zip codes was estimated with a linear difference-in-difference design.The 

study population was 2 686 355 Chicago residents in 52 zip codes (median *IQR+ age 34 *32-38+ years; 1 378 658 *51%+ women; 

773 938 Hispanic residents *29%+; 783 916 non-Hispanic Black residents *29%+; 894 555 non-Hispanic White residents [33%]). 

Among residents in the least vaccinated quartile, 80% were non-Hispanic Black, compared with 8% of residents identifying as non-

Hispanic Black in the most vaccinated quartile (P &lt; .001). After controlling for age distribution and recovery from COVID-19, a 10–

percentage point increase in zip code–level vaccination 6 weeks before the peak of the Alpha wave was associated with a 39% 

lower relative risk of death from COVID-19 (incidence rate ratio [IRR], 0.61 [95% CI, 0.52-0.72]). A 10–percentage point increase in 

zip code vaccination rate 6 weeks before the peak of the Delta wave was associated with a 24% lower relative risk of death (IRR, 

0.76 [95% CI, 0.66-0.87]). The difference-in-difference estimate was that 119 Alpha wave deaths (72% [95% CI, 63%-81%]) and 108 
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Delta wave deaths (75% [95% CI, 66%-84%]) might have been prevented in the least vaccinated quartile of zip codes if it had had 

the vaccination coverage of the most vaccinated quartile.These findings suggest that low zip code–level vaccination rates in 

Chicago were associated with more deaths during the Alpha and Delta waves of COVID-19 and that inequitable vaccination 

coverage exacerbated existing racial and ethnic disparities in COVID-19 deaths. 
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Resumo 
 
 
 
 
 
 
 
 
 
 
 
 
 

Importance  In emergency epidemic and pandemic settings, public health agencies need to be able to measure the population-level 
attack rate, defined as the total percentage of the population infected thus far. During vaccination campaigns in such settings, 
public health agencies need to be able to assess how much the vaccination campaign is contributing to population immunity; 
specifically, the proportion of vaccines being administered to individuals who are already seropositive must be estimated. 
Objective  To estimate population-level immunity to SARS-CoV-2 through May 31, 2021, in Rhode Island, Massachusetts, and 
Connecticut.  Design, Setting, and Participants  This observational case series assessed cases, hospitalizations, intensive care unit 
occupancy, ventilator occupancy, and deaths from March 1, 2020, to May 31, 2021, in Rhode Island, Massachusetts, and 
Connecticut. Data were analyzed from July 2021 to November 2021. Exposures  COVID-19–positive test result reported to state 
department of health. Main Outcomes and Measures  The main outcomes were statistical estimates, from a bayesian inference 
framework, of the percentage of individuals as of May 31, 2021, who were (1) previously infected and vaccinated, (2) previously 
uninfected and vaccinated, and (3) previously infected but not vaccinated. Results  At the state level, there were a total of 
1 160 435 confirmed COVID-19 cases in Rhode Island, Massachusetts, and Connecticut. The median age among individuals with 
confirmed COVID-19 was 38 years. In autumn 2020, SARS-CoV-2 population immunity (equal to the attack rate at that point) in 
these states was less than 15%, setting the stage for a large epidemic wave during winter 2020 to 2021. Population immunity 
estimates for May 31, 2021, were 73.4% (95% credible interval [CrI], 72.9%-74.1%) for Rhode Island, 64.1% (95% CrI, 64.0%-64.4%) 
for Connecticut, and 66.3% (95% CrI, 65.9%-66.9%) for Massachusetts, indicating that more than 33% of residents in these states 
were fully susceptible to infection when the Delta variant began spreading in July 2021. Despite high vaccine coverage in these 
states, population immunity in summer 2021 was lower than planned owing to an estimated 34.1% (95% CrI, 32.9%-35.2%) of 
vaccines in Rhode Island, 24.6% (95% CrI, 24.3%-25.1%) of vaccines in Connecticut, and 27.6% (95% CrI, 26.8%-28.6%) of vaccines in 
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Massachusetts being distributed to individuals who were already seropositive. Conclusions and Relevance  These findings suggest 
that future emergency-setting vaccination planning may have to prioritize high vaccine coverage over optimized vaccine 
distribution to ensure that sufficient levels of population immunity are reached during the course of an ongoing epidemic or 
pandemic. 
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Resumo 
 
 
 
 
 
 
 
 
 
 
 
 

Data are limited on whether patients with breakthrough COVID-19 infection have the potential to significantly contribute to the 

spread of SARS-CoV-2.To compare the secondary attack rate and infectious viral shedding kinetics of SARS-CoV-2 between fully 

vaccinated individuals (breakthrough infection group) and partially or unvaccinated individuals (nonbreakthrough infection 

group).This cohort study assessed secondary transmission by analyzing the epidemiologic data of health care workers, inpatients, 

and caregivers diagnosed with COVID-19 during hospitalization or residence in a tertiary care hospital between March 1, 2020, and 

November 6, 2021. To evaluate viral shedding kinetics, the genomic RNA of SARS-CoV-2 was measured using polymerase chain 

reaction and performed virus culture from daily saliva samples of individuals with mild COVID-19 infected with the Delta variant 

who were isolated in a community facility in Seoul, South Korea, between July 20 and August 20, 2021.COVID-19 vaccination.The 

secondary attack rate and infectious viral shedding kinetics according to COVID-19 vaccination status.A total of 173 individuals 

(median [IQR] age, 47 [32-59] years; 100 female [58%]) with COVID-19 were included in the secondary transmission study, of whom 

50 (29%) had a breakthrough infection. Secondary transmission was significantly less common in the breakthrough infection group 

than in the nonbreakthrough infection group (3 of 43 *7%+ vs 29 of 110 *26%+; P = .008). In the viral shedding kinetics study, 45 

patients (median age, 37 years [IQR, 25-49 years]; 14 female [31%]) infected with the Delta variant were included, of whom 6 (13%) 

were fully vaccinated and 39 (87%) were partially or unvaccinated. Although the initial genomic viral load was comparable between 

the 2 groups, viable virus in cell culture was detected for a notably longer duration in partially vaccinated (8 days after symptom 

onset) or unvaccinated (10 days after symptom onset) individuals compared with fully vaccinated individuals (4 days after symptom 

onset).In this cohort study, although the initial genomic viral load was similar between vaccinated and unvaccinated individuals, 
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fully vaccinated individuals had a shorter duration of viable viral shedding and a lower secondary attack rate than partially 

vaccinated or unvaccinated individuals. Data from this study provide important evidence that despite the possibility of 

breakthrough infections, COVID-19 vaccinations remain critically useful for controlling the spread of SARS-CoV-2. 
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Resumo 
 
 
 
 
 
 
 
 
 
 
 

Objective To evaluate the effectiveness of heterologous and homologous covid-19 vaccine regimens with and without boosting in 

preventing covid-19 related infection, hospital admission, and death. Design Living systematic review and network meta-analysis. 

Data sources World Health Organization covid-19 databases, including 38 sources of published studies and preprints. Study 

selection Randomised controlled trials, cohort studies, and case-control studies. Methods 38 WHO covid-19 databases were 

searched on a weekly basis from 8 March 2022. Studies that assessed the effectiveness of heterologous and homologous covid-19 

vaccine regimens with or without a booster were identified. Studies were eligible when they reported the number of documented, 

symptomatic, severe covid-19 infections, covid-19 related hospital admissions, or covid-19 related deaths among populations that 

were vaccinated and unvaccinated. The primary measure was vaccine effectiveness calculated as 1−odds ratio. Secondary 

measures were surface under the cumulative ranking curve (SUCRA) scores and the relative effects for pairwise comparisons. The 

risk of bias was evaluated by using the risk of bias in non-randomised studies of interventions (ROBINS-I) tool for all cohort and 

case-control studies. The Cochrane risk of bias tool (version 2; ROB-2) was used to assess randomised controlled trials. Results The 

first round of the analysis comprised 53 studies. 24 combinations of covid-19 vaccine regimens were identified, of which a three 

dose mRNA regimen was found to be the most effective against asymptomatic and symptomatic covid-19 infections (vaccine 

effectiveness 96%, 95% credible interval 72% to 99%). Heterologous boosting using two dose adenovirus vector vaccines with one 

mRNA vaccine has a satisfactory vaccine effectiveness of 88% (59% to 97%). A homologous two dose mRNA regimen has a vaccine 

effectiveness of 99% (79% to 100%) in the prevention of severe covid-19 infections. Three dose mRNA is the most effective in 

reducing covid-19 related hospital admission (95%, 90% to 97%). The vaccine effectiveness against death in people who received 
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Resumo 
 

three doses of mRNA vaccine remains uncertain owing to confounders. In the subgroup analyses, a three dose regimen is similarly 

effective in all age groups, even in the older population (≥65 years). A three dose mRNA regimen works comparably well in patients 

who are immunocompromised and those who are non-immunocompromised. Homologous and heterologous three dose regimens 

are effective in preventing infection by covid-19 variants (alpha, delta, and omicron).Conclusion An mRNA booster is recommended 

to supplement any primary vaccine course. Heterologous and homologous three dose regimens work comparably well in 

preventing covid-19 infections, even against different variants. The effectiveness of three dose vaccine regimens against covid-19 

related death remains uncertain. Systematic review registration This review was not registered. The protocol is included in the 

supplementary document.Readers’ note This article is a living systematic review that will be updated to reflect emerging evidence. 

Updates may occur for up to two years from the date of original publication. 
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Resumo 
 

Vaccination against SARS-CoV-2 protects from infection and improves clinical outcomes in breakthrough infections, likely reflecting residual 

vaccine-elicited immunity and recall of immunological memory. Here, we defined the early kinetics of spike-specific humoral and cellular 

immunity after vaccination of seropositive individuals, and after Delta or Omicron breakthrough infection in vaccinated individuals. Early 

longitudinal sampling revealed the timing and magnitude of recall, with the phenotypic activation of B cells preceding an increase in neutralizing 

antibody titres. While vaccination of seropositive individuals resulted in robust recall of humoral and T cell immunity, recall of vaccine elicited 

responses was delayed and variable in magnitude during breakthrough infections, and depended on the infecting variant of concern. While the 

delayed kinetics of immune recall provides a potential mechanism for the lack of early control of viral replication, the recall of antibodies 

coincided with viral clearance and likely underpins the protective effects of vaccination against severe COVID-19. 
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Resumo 
 

Being in the epicenter of the COVID-19 pandemic, our lab tested 193,054 specimens for SARS-CoV-2 RNA by diagnostic multiplex reverse transcription 

polymerase chain reaction (mRT-PCR) starting in March 2020, of which 17,196 specimens resulted positive. To investigate the dynamics of virus molecular 

evolution and epidemiology, whole genome amplification (WGA) and Next Generation Sequencing (NGS) were performed on 9516 isolates. 7586 isolates with a 

high quality were further analyzed for the mutation frequency and spectrum. Lastly, we evaluated the utility of the mRT-PCR detection pattern among 26 

reinfected patients with repeat positive testing three months after testing negative from the initial infection. Our results show a continuation of the genetic 

divergence in viral genomes. Furthermore, our results indicate that independent mutations in the primer and probe regions of the nucleocapsid gene amplicon 

and envelope gene amplicon accumulate over time. Some of these mutations correlate with the changes of detection pattern of viral targets of mRT-PCR. Our 

data highlight the significance of a continuous genetic divergence on a gene amplification-based assay, the value of the mRT-PCR detection pattern for 

complementing the clinical diagnosis of reinfection, and the potential for WGA and NGS to identify mutation hotspots throughout the entire viral genome to 

optimize the design of the PCR-based gene amplification assay. 
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Resumo 
 

 The duration of immunity after first SARS-CoV-2 infection and the extent to which prior immunity prevents reinfection is uncertain and remains an important 

question within the context of new variants. This is a retrospective population-based matched observational study where we identified the first PCR positive of 

primary SARS-CoV-2 infection cases test between 01 March 2020 and 30 September 2020. Each case was matched by age, sex, upper tier local authority of 

residence and testing route to one individual testing negative in the same week (controls) by PCR. After a 90-day pre-follow up period for cases and controls, any 

subsequent positive tests up to 31 December 2020 and deaths within 28 days of testing positive were identified, this encompassed an essentially vaccine-free 

period. We used a conditional logistic regression to analyse the results. There were 517,870 individuals in the matched cohort with 2,815 reinfection cases and 

12,098 first infections. The protective effect of a prior SARS-CoV-2 PCR-positive episode was 78% (OR 0.22, 0.21-0.23). Protection rose to 82% (OR 0.18, 0.17-

0.19) after a sensitivity analysis excluded 933 individuals with a first test between March and May and a subsequent positive test between June and September 

2020. Amongst individuals testing positive by PCR during follow-up, reinfection cases had 77% lower odds of symptoms at the second episode (adjusted OR 0.23, 

0.20-0.26) and 45% lower odds of dying in the 28 days after reinfection (adjusted OR 0.55, 0.42-0.71). 
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Resumo 
 

To the Editor-- Vaccination with SARS-CoV-2 reduces the risk of severe COVID-19, as has typically been assessed using the simple metric of 

hospitalization contemporaneous with a positive test for SARS-CoV-2. In Fillmore et al, we demonstrated that simple hospitalization metrics 

overestimate the number of severe cases among vaccinated US Veterans prior to widespread recommendations for additional vaccine doses. 1 

On the basis of waning immunity and partial cross-protection against delta and omicron, the CDC issued recommended additional doses of 

vaccine, initially for high-risk patients in August 2021; the recommendation was subsequently expanded to include all adults in late October, 

2021. 2, 3 Owing to the new variant and widespread availability of booster doses, we update our analysis to re-examine trends in Covid-19 

severity among hospitalized patients, stratifying by vaccination status (unvaccinated, vaccinated but not boosted, or boosted). 
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Resumo 

 

Among outpatients with COVID-19 due to the Delta variant who did and did not receive two vaccine doses at 7 days post symptom 

onset there was no difference in viral shedding (cycle threshold difference 0.59, 95% CI -4.68–3.50; p=0.77) with SARS-CoV-2 

cultured from 7% (2/28) and 4% (1/26), respectively. 

 
 

Referências 
 

KANDEL, C. et al. Similar duration of viral shedding of the Delta variant of SARS-CoV-2 between vaccinated and incompletely 

vaccinated individuals.  Infection control & hospital epidemiology, [United Kingdom], p. 1–13,  May 23, 2022. DOI: 

10.1017/ice.2022.124. Disponível em: https://www.cambridge.org/core/journals/infection-control-and-hospital-

epidemiology/article/similar-duration-of-viral-shedding-of-the-delta-variant-of-sarscov2-between-vaccinated-and-incompletely-

vaccinated-individuals/D740EE554AFA644D1E6FB891BA44C3E0. Acesso em: 27 maio 2022. 

 

Fonte 

https://www.cambridge.org/core/services/aop-cambridge-

core/content/view/D740EE554AFA644D1E6FB891BA44C3E0/S0899823X22001246a.pdf/similar_duration_of_viral_shedding_of_th

e_delta_variant_of_sarscov2_between_vaccinated_and_incompletely_vaccinated_individuals.pdf 

 

 

 

 

https://www.cambridge.org/core/journals/infection-control-and-hospital-epidemiology/article/similar-duration-of-viral-shedding-of-the-delta-variant-of-sarscov2-between-vaccinated-and-incompletely-vaccinated-individuals/D740EE554AFA644D1E6FB891BA44C3E0
https://www.cambridge.org/core/journals/infection-control-and-hospital-epidemiology/article/similar-duration-of-viral-shedding-of-the-delta-variant-of-sarscov2-between-vaccinated-and-incompletely-vaccinated-individuals/D740EE554AFA644D1E6FB891BA44C3E0
https://www.cambridge.org/core/journals/infection-control-and-hospital-epidemiology/article/similar-duration-of-viral-shedding-of-the-delta-variant-of-sarscov2-between-vaccinated-and-incompletely-vaccinated-individuals/D740EE554AFA644D1E6FB891BA44C3E0
https://www.cambridge.org/core/services/aop-cambridge-core/content/view/D740EE554AFA644D1E6FB891BA44C3E0/S0899823X22001246a.pdf/similar_duration_of_viral_shedding_of_the_delta_variant_of_sarscov2_between_vaccinated_and_incompletely_vaccinated_individuals.pdf
https://www.cambridge.org/core/services/aop-cambridge-core/content/view/D740EE554AFA644D1E6FB891BA44C3E0/S0899823X22001246a.pdf/similar_duration_of_viral_shedding_of_the_delta_variant_of_sarscov2_between_vaccinated_and_incompletely_vaccinated_individuals.pdf
https://www.cambridge.org/core/services/aop-cambridge-core/content/view/D740EE554AFA644D1E6FB891BA44C3E0/S0899823X22001246a.pdf/similar_duration_of_viral_shedding_of_the_delta_variant_of_sarscov2_between_vaccinated_and_incompletely_vaccinated_individuals.pdf


LISTA DE REFERÊNCIAS BIBLIOGRÁFICAS E RESUMOS– COVID -19           
        

Atualizado em: 24 de junho de 2022                                                                                             

               

60 

 
Título  

 

Characteristics of nursing home residents and healthcare personnel with repeat positive SARS-CoV-2 Tests ≥ 90 days after initial 
infection: 4 u.s. jurisdictions, July 2020 – March 2021 

 
Autor(es) 

 

W. Wyatt Wilson,  Kelly M. Hatfield,  Stacy Tressler,  Cara Bicking Kinsey,  Gemma Parra, Renée Zell,  Anitra Denson,  Channyn 
Williams,  Kevin B. Spicer,  Ishrat Ahmed-Kamal,  Baha Abdalhamid,  Mahlet Gemechu,  Jennifer Folster,  Natalie J. Thornburg,  
Azaibi Tamin,  Jennifer L. Harcourt,  Krista Queen,  Suxiang Tong,  John Jernigan,  Matthew Crist,  Kiran M. Perkins,  Sujan C. Reddy, 

 
 

Resumo 
 

  One of six nursing home residents and staff with positive SARS-CoV-2 tests ≥90 days after initial infection had specimen cycle 

thresholds (Ct) <30. Individuals with specimen Ct<30 were more likely to report symptoms but were not different from individuals 

with high Ct value specimens by other clinical and testing data. 
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Resumo 
 

Self-amplifying RNA vaccines may induce equivalent or more potent immune responses at lower doses compared to non-replicating mRNA vaccines via amplified 

antigen expression. In this paper, we demonstrate that 1 mg of an LNP-formulated dualantigen self-amplifying RNA vaccine (ZIP1642), encoding both the S-RBD 

and N antigen, elicits considerably higher neutralizing antibody titers against Wuhan-like Beta B.1.351 and Delta B.1.617.2 SARS-CoV-2 variants compared to 

those of convalescent patients. In addition, ZIP1642 vaccination in mice expanded both S- and N-specific CD3+ CD4+ and CD3+ CD8+ T cells and caused a Th1 

shifted cytokine response. We demonstrate that the induction of such dual antigen-targeted cell-mediated immune response may provide better protection 

against variants displaying highly mutated Spike proteins, as infectious viral loads of both Wuhan-like and Beta variants were decreased after challenge of 

ZIP1642 vaccinated hamsters. Supported by these results, we encourage redirecting focus toward the induction of multiple antigen-targeted cell-mediated 

immunity in addition to neutralizing antibody responses to bypass waning antibody responses and attenuate infectious breakthrough and disease severity of 

future SARS-CoV-2 variants. 
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Resumo 
 

COVID-19 vaccine efficacy is threatened by emerging SARS-CoV-2 variants of concern (VOC) with the capacity to evade protective 

neutralizing antibody responses. We recently developed clinical vaccine candidate COH04S1, a synthetic modified vaccinia Ankara 

vector (sMVA) coexpressing spike and nucleocapsid antigens based on the Wuhan-Hu-1 reference strain that showed potent 

efficacy to protect against ancestral SARS-CoV-2 in Syrian hamsters and nonhuman primates and was safe and immunogenic in 

healthy volunteers. Here, we demonstrate that intramuscular immunization of Syrian hamsters with COH04S1 and an analogous 

Beta variant-adapted vaccine candidate (COH04S351) elicits potent cross-reactive antibody 21 responses and protects against 

weight loss, lower respiratory tract infection, and lung pathology 22 following challenge with major SARS-CoV-2 VOC, including 

Beta and the highly contagious Delta 23 variant. These results demonstrate efficacy of COH04S1 and a variant-adapted vaccine 

analogue 24 to confer cross-protective immunity against SARS-CoV-2 and its emerging VOC, supporting 25 clinical investigation of 

these sMVA-based COVID-19 vaccine candidates. 
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Resumo 
 

The COVID-19 pandemic has produced excess deaths, the number of all-cause fatalities exceeding the expected number in any 

period. Given reports that the Omicron variant may confer less risk than prior variants, we compared excess mortality in 

Massachusetts, a highly vaccinated state, during the Delta and initial Omicron periods. 
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Resumo 
 

Multisystem inflammatory syndrome in children (MIS-C) is a serious complication of SARS-CoV-2 infection. A previous study that 

described MIS-C cases in the first 3 waves of the COVID-19 pandemic found that the proportion of individuals with severe illness 

declined after the first wave. In Israel, the Omicron (B.1.1.529) variant started to spread in November 2021. We describe outcomes 

of MIS-C in a multicenter cohort and assessed incidence nationally during the Alpha, Delta, and Omicron variant waves. 
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Resumo 
 

Introduction...As SARS-CoV-2 was detected in the US, emergency public health measures took effect, including shutting down 
schools.1 As prevention and control measures improved, emergency response policies were rolled back.1 Cornell University opened 
for residential instruction in Fall 2021 using an extensive testing, contact tracing, and isolation program in partnership with the 
Tompkins County Health Department (Table).2 Vaccination was mandated for all students and encouraged for employees. Masks 
were required on-campus, and isolation orders and contact tracing occurred within hours of any positive result. We hypothesized 
that these measures would limit COVID-19 spread on campus and sought to monitor this with a case-series study of university 
testing records. 
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Resumo 
 

Since the beginning of the COVID-19 pandemic in 2020, different SARS-CoV-2 variants of concern (VOC) have emerged. The 

Omicron variant (B.1.1.529) that rose in Africa in November 2021 had become the predominant lineage circulating worldwide in 

January 2022, rapidly outcompeting the Delta variant (B.1.617.2). Indeed, with 37 mutations in the spike (S) protein, including 15 in 

the receptor-binding domain (RBD) and 9 in the receptor binding motif that directly interacts with the angiotensin-converting 

enzyme 2 receptor, the Omicron variant represents the most heavily mutated circulating strain of SARS-CoV-2 to date. The spike 

protein is the target of neutralizing antibodies induced by natural infection or vaccine immunization. In current vaccines, this 

protein comes from the original Wuhan SARS-CoV-2 strain. It has been shown that mutations mapping RBD is responsible for 

immune escape and higher infectivity and that antibodies produced after [...] 
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Resumo 
 

Using a combination of data from routine surveillance, genomic sequencing, and phylogeographic analysis we tracked the spread and 

introduction events of SARS-CoV-2 variants focusing on a large university community.Here, we sequenced and analyzed 677 high-quality SARS-

CoV-2 genomes from positive RNA samples collected from Purdue University students, faculty, and staff who tested positive for the virus 

between January 2021 and May 2021, comprising an average of 32% of weekly cases across the time frame.Our analysis of circulating SARS-CoV-

2 variants over time revealed periods when Variant of Concern (VOC) Alpha (B.1.1.7) and Iota (B.1.526) reached rapid dominance and 

documented that VOC Gamma (P.1) was increasing in frequency as campus surveillance was ending. Phylodynamic analysis of Gamma genomes 

from campus alongside a subsampling of &gt;20,000 previously published P.1 genomes revealed ten independent introductions of this variant 

into the Purdue community, predominantly from elsewhere in the United States, with introductions from within the state of Indiana and from 

Illinois, and possibly Washington and New York, suggesting a degree of domestic spread.We conclude that a robust and sustained active and 

passive surveillance program coupled with genomic sequencing during a pandemic offers important insights into the dynamics of  pathogen 

arrival and spread in a campus community and can help guide mitigation measures. 
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Resumo 
 

Although neutralizing antibodies to SARS-CoV-2 correlate with protection against COVID-19, little is known about the neutralizing 

and antibody-dependent cell-mediated cytotoxicity (ADCC) responses to COVID-19, MIS-C, and COVID-19 vaccination in children. 

We enrolled children 0-21 years of age with history of COVID-19 (n=13), MIS-C (n=13), or two doses of BNT162b2 vaccination 

(n=14) into a phlebotomy protocol. We measured pseudovirus neutralizing and functional ADCC antibodies to SARS-CoV-2 variants, 

including Omicron (B.1.1.529). The primary BNT162b2 vaccination series elicited higher neutralizing and ADCC responses with 

greater breadth to SARS-CoV-2 variants than COVID-19 or MIS-C. However, serologic responses were significantly reduced against 

variants, particularly Omicron. 
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Resumo 
 

Objective To estimate associations between covid-19 vaccination and long covid symptoms in adults with SARS-CoV-2 infection 

before vaccination. Design Observational cohort study. Setting Community dwelling population, UK. Participants 28 356 

participants in the Office for National Statistics COVID-19 Infection Survey aged 18-69 years who received at least one dose of an 

adenovirus vector or mRNA covid-19 vaccine after testing positive for SARS-CoV-2 infection. Main outcome measure Presence of 

long covid symptoms at least 12 weeks after infection over the follow-up period 3 February to 5 September 2021. Results Mean age 

of participants was 46 years, 55.6% (n=15 760) were women, and 88.7% (n=25 141) were of white ethnicity. Median follow-up was 

141 days from first vaccination (among all participants) and 67 days from second vaccination (83.8% of participants). 6729 

participants (23.7%) reported long covid symptoms of any severity at least once during follow-up. A first vaccine dose was 

associated with an initial 12.8% decrease (95% confidence interval −18.6% to −6.6%, P<0.001) in the odds of long covid, with 

subsequent data compatible with both increases and decreases in the trajectory (0.3% per week, 95% confidence interval −0.6% to 

1.2% per week, P=0.51). A second dose was associated with an initial 8.8% decrease (95% confidence interval −14.1% to −3.1%, 

P=0.003) in the odds of long covid, with a subsequent decrease by 0.8% per week (−1.2% to −0.4% per week, P<0.001). 

Heterogeneity was not found in associations between vaccination and long covid by sociodemographic characteristics, health 

status, hospital admission with acute covid-19, vaccine type (adenovirus vector or mRNA), or duration from SARS-CoV-2 infection 

to vaccination. Conclusions The likelihood of long covid symptoms was observed to decrease after covid-19 vaccination and 

evidence suggested sustained improvement after a second dose, at least over the median follow-up of 67 days. Vaccination may 
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contribute to a reduction in the population health burden of long covid, although longer follow-up is needed. 
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Resumo 
 

Objective To evaluate the impact of vaccine scale-up on population level covid-19 mortality and incidence in the United States. Design Observational study. 

Setting US county level case surveillance and vaccine administration data reported from 14 December 2020 to 18 December 2021. Participants Residents of 2558 

counties from 48 US states. Main outcome measures The primary outcome was county covid-19 mortality rates (deaths/100 000 population/county week). The 

secondary outcome was incidence of covid-19 (cases/100 000 population/county week). Incidence rate ratios were used to compare rates across vaccination 

coverage levels. The impact of a 10% improvement in county vaccination coverage (defined as at least one dose of a covid-19 vaccine among adults ≥18 years of 

age) was estimated During the eras of alpha and delta variant predominance, the impact of very low (0-9%), low (10-39%), medium (40-69%), and high (≥70%) 

vaccination coverage levels was compared.Results In total, 30 643 878 cases of covid-19 and 439 682 deaths associated with covid-19 occurred over 132 791 

county weeks. A 10% improvement in vaccination coverage was associated with an 8% (95% confidence interval 8% to 9%) reduction in mortality rates and a 7% 

(6% to 8%) reduction in incidence. Higher vaccination coverage levels were associated with reduced mortality and incidence rates during the eras of alpha and 

delta variant predominance.Conclusions Higher vaccination coverage was associated with lower rates of population level covid-19 mortality and incidence in the 

US. 
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Resumo 
 
 
 
 
 
 
 
 
 
 

Infection with severe acute respiratory syndrome coronavirus 2 (SARS-CoV-2) provides natural immunity against reinfection. 

Recent studies have shown waning of the immunity provided by the BNT162b2 vaccine. The time course of natural and hybrid 

immunity is unknown.  M E T H O D S   Using the Israeli Ministry of Health database, we extracted data for August and September 

2021, when the B.1.617.2 (delta) variant was predominant, on all persons who had been previously infected with SARS-CoV-2 or 

who had received coronavirus 2019 vaccine. We used Poisson regression with adjustment for confounding factors to compare the 

rates of infection as a function of time since the last immunity-conferring event. R e s u l t s :  The number of cases of SARS-CoV-2 

infection per 100,000 person-days at risk (adjusted rate) increased with the time that had elapsed since vaccination with BNT162b2 

or since previous infection. Among unvaccinated persons who had recovered from infection, this rate increased from 10.5 among 

those who had been infected 4 to less than 6 months previously to 30.2 among those who had been infected 1 year or more 

previously. Among persons who had received a single dose of vaccine after previous infection, the adjusted rate was low (3.7) 

among those who had been vaccinated less than 2 months previously but increased to 11.6 among those who had been vaccinated 

at least 6 months previously. Among previously uninfected persons who had received two doses of vaccine, the adjusted rate 

increased from 21.1 among those who had been vaccinated less than 2 months previously to 88.9 among those who had been 

vaccinated at least 6 months previously. C O N C L U S I O N S :  Among persons who had been previously infected with SARS-CoV-2 

(regardless of whether they had received any dose of vaccine or whether they had received one dose before or after infection), 

protection against reinfection decreased as the time increased since the last immunity-conferring event; however, this protection 
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Resumo 

 

was higher than that conferred after the same time had elapsed since receipt of a second dose of vaccine among previously 

uninfected persons. A single dose of vaccine after infection reinforced protection against reinfection. 
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Resumo 

 

Spread of the severe acute respiratory syndrome coronavirus 2 (SARS-CoV-2) B.1.1.529 (omicron) variant, which led to increased 

U.S. hospitalizations for coronavirus disease 2019 (Covid-19), generated concern about immune evasion and the duration of 

protection from vaccines in children and adolescents. 
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Resumo 
 

Objective: This study aimed at examining the vulnerability of Central Africa to the Covid-19 pandemic. Methods: Demographic, health and socio-economic 

indicators were used to describe the vulnerability. Results: According to demographic indicators, populations appear younger than in Europe, Asia and North 

America, where evidence showed a higher lethality of Covid-19 and a higher frequency of hospitalization among the elderly. This highlights the protective effect 

of the age structure of the Central African populations. There is a significant vulnerability of their populations resulting from high morbidity and a considerable 

deficit in health care. Poverty indicators are not in their favour for a sustainable implementation of effective pandemic control measures. Very low literacy rates 

in some countries, misinformation and belief in conspiracy theory could affect the community involvement in the response. Several countries are weakened by 

other humanitarian crises, including; conflicts and other epidemics. The early easing in lockdown restrictions in certain countries could worsen the 

situation.Conclusion: This Sub-region, where the largest proportion of the population lives in poverty, poor sanitary conditions, conflicts and humanitarian 

crises, the questions of standards of prevention could appear to them as luxurious idea relegated to the background. Central African Countries need financial 

and logistic support for a sustainable effective response. These observations could be easily extrapolated to other Sub-Saharan sub-regions. 
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Resumo 
 

Repeated serosurveys are an important tool for understanding trends in SARS-CoV-2 infection and vaccination. During 1 September 2020–20 

March 2021, the NYC Health Department conducted a population-based SARS-CoV-2 antibody prevalence survey of 2121 NYC adults who either 

provided a blood specimen or self-reported the results of a previous antibody test. The serosurvey, the second in a series of surveys conducted 

by the NYC Health Department, aimed to estimate SARS-CoV-2 antibody prevalence across the city and for different groups at higher risk for 

adverse health outcomes. Weighted citywide prevalence was 23.5% overall (95% CI, 20.1–27.4) and increased from 19.2% (95% CI, 14.7–24.6) 

before COVID-19 vaccines were available to 31.3% (95% CI, 24.5–39.0) during the early phases of vaccine roll-out. We found no differences in 

antibody prevalence by age, race/ethnicity, borough, education, marital status, sex, health insurance coverage, self-reported general health, or 

neighborhood poverty. These results show an overall increase in population-level seropositivity in NYC following the introduction of SARS-CoV-2 

vaccines and highlight the importance of repeated serosurveys in understanding the pandemic’s progression. 
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Resumo 
 

This study investigated an outbreak in a kindergarten in Wuyi County of acute gastroenteritis concerning a large number of students and 

teachers. We performed a case-control study, and collected information on the layout of the school, symptoms, onset time of all cases, and 

vomiting sites. A total of 62 individuals fit the definition of probable cases; among these, there were 19 cases of laboratory-confirmed norovirus 

infection. Nausea and vomiting were the most common symptoms in the outbreak. Seven student norovirus patients vomited in the school. The 

odds ratio (OR) of norovirus illness was 15.75 times higher among teachers who handled or interacted with student vomitus without respiratory 

protection than compared to those without this type of exposure (OR=15.75, 95%CI: 1.75-141.40). Nine samples were successfully genotyped; 8 

samples were norovirus GII.2[P16], 1 sample was norovirus GII.4 Sydney[P16]. This study revealed that improper handling of vomitus is a risk 

factor of norovirus infection. Therefore, more attention should be given to train school staff in knowledge of disinfection. 
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Resumo 
 

COVID-19 outbreaks have crushed our healthcare systems, which requires clinical guidance for the healthcare following the 

outbreaks. We conducted retrospective cohort studies with Pearson’s pattern-based analysis of clinical parameters of 248 

hospitalized patients with COVID-19. We found that dysregulated neutrophil densities were correlated with hospitalization 

duration before death (P=0.000066, r=-0.45 for % neutrophil; P=0.0001, r=-0.47 for neutrophil count). As such, high neutrophil 

densities were associated with mortality (P= 4.23 x 10-31 for % neutrophil; P= 4.14 x 10-27 for neutrophil count). These findings 

were further illustrated by a representative “second week crash” pattern and validated by an independent cohort (P= 5.98 x 10-11 

for % neutrophil; P= 1.65 x 10-7 for neutrophil count). By contrast, low aspartate aminotransferase (AST) or lactate dehydrogenase 

(LDH) levels were correlated with quick recovery (P≤ 0.00005). Collectively, these correlational at-admission findings may provide 

healthcare guidance for patients with COVID-19 in the absence of targeted therapy. 
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Resumo 
 

 With the ongoing COVID-19 pandemic, growing evidence shows that a considerable proportion of people who have recovered 

from COVID-19 have long-term effects on multiple organs and systems. A few longitudinal studies have reported on the persistent 

health effects of COVID-19, but the follow-up was limited to 1 year after acute infection. The aim of our study was to characterise 

the longitudinal evolution of health outcomes in hospital survivors with different initial disease severity throughout 2 years after 

acute COVID-19 infection and to determine their recovery status. 
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Resumo 
 

Up to the end of January, 2022, South Africa has had four recognisable COVID-19 pandemic waves, each predominantly dominated 

by one variant of concern: the ancestral strain with an Asp614Gly mutation during the first wave, the beta variant (B.1.351) during 

the second wave, the delta variant (B.1.617.2) during the third wave, and lastly, the omicron variant (B.1.1.529) during the fourth 

wave. We aimed to assess the clinical disease severity of patients admitted to hospital with SARS-CoV-2 infection during the 

omicron wave and compare the findings with those of the preceding three pandemic waves in South Africa. 
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Resumo 
 

COVID-19 has disproportionately affected racial and ethnic minority groups in the US. However, estimating the full effects of the 

pandemic on health disparities should account for other causes of death, including external causes. We estimated racial and ethnic 

disparities in excess deaths from external causes (homicide, suicide, transportation, and drug overdoses) from March through 

December 2020. 
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Resumo 
 

Introduction...The SARS-CoV-2 Omicron variant of concern1 (VOC) is highly resistant to vaccine-induced antibody 

neutralization2 and associated with a decline in vaccine efficacy within the first 3 months following the primary 2-dose regimen of 

the SARS-CoV-2 BNT162b2 (Pfizer/BioNTech) mRNA vaccine3,4 and from 10 weeks after a third BNT162b2 dose.4 To associate 

Omicron-specific neutralizing antibody levels with reported vaccine efficacies, we performed a temporal analysis of virus 

neutralization responses against an ancestral strain (D614G), the Delta VOC, and the Omicron VOC (BA.1) following 2 or 3 doses of 

the BNT162b2 vaccine. 

 
 

Referências 
 

LASSAUNIÈRE, R. et al. Neutralizing antibodies against the SARS-CoV-2 Omicron variant (BA.1) 1 to 18 weeks after the second and 

third doses of the BNT162b2 mRNA vaccine. JAMA network open, [United States], v. 5, n. 5, p. e2212073, May 13, 2022. DOI: 

10.1001/jamanetworkopen.2022.12073. Disponível em: https://doi.org/10.1001/jamanetworkopen.2022.12073. Acesso em: 20 

maio 2022. 

 

Fonte 

 

https://jamanetwork.com/journals/jamanetworkopen/fullarticle/2792295 

 

 

https://jamanetwork.com/journals/jamanetworkopen/fullarticle/2792295#zld220093r1
https://jamanetwork.com/journals/jamanetworkopen/fullarticle/2792295#zld220093r2
https://jamanetwork.com/journals/jamanetworkopen/fullarticle/2792295#zld220093r3
https://jamanetwork.com/journals/jamanetworkopen/fullarticle/2792295#zld220093r4
https://jamanetwork.com/journals/jamanetworkopen/fullarticle/2792295#zld220093r4
https://doi.org/10.1001/jamanetworkopen.2022.12073
https://jamanetwork.com/journals/jamanetworkopen/fullarticle/2792295


LISTA DE REFERÊNCIAS BIBLIOGRÁFICAS E RESUMOS– COVID -19           
        

Atualizado em: 24 de junho de 2022                                                                                             

               

83 

 

 
Título  

 

Twelve-month longitudinal serology in SARS-CoV-2 naïve and experienced vaccine recipients and unvaccinated COVID-19-infected 
individuals 

 
Autor(es) 

 

Zion Congrave-Wilson, ORCID,Wesley A. Cheng , Yesun Lee 1,Stephanie Perez ,Lauren Turner, Carolyn Jennifer Marentes Ruiz 
,Shirley Mendieta, Adam Skura, Jaycee Jumarang, Jennifer Del Valle , John Kubale, Emma Kaitlynn Allen, Paul G. Thomas , Aubree 
Gordon,  Pia S. Pannaraj  

 
 
 
 

Resumo 
 

Longitudinal data comparing SARS-CoV-2 serology in individuals following infection and vaccination over 12 months are limited. 

This study compared the magnitude, decay, and variability in serum IgG, IgA, and neutralizing activity induced by natural infection 

(n = 218) or mRNA vaccination in SARS-CoV-2 naïve (n = 143) or experienced (n = 122) individuals over time using enzyme-linked 

immunosorbent assays and an in vitro virus neutralization assay. Serological responses were found to be highly variable after 

natural infection compared with vaccination but durable through 12 months. Antibody levels in vaccinated, SARS-CoV-2 naïve 

individuals peaked by 1 month then declined through 9 months, culminating in non-detectable SARS-CoV-2-specific serum IgA. 

Individuals with both infection and vaccination showed SARS-CoV-2-specific IgG and IgA levels that were more robust and slower to 

decline than the other groups; neutralizing activity remained highest in this group at 9 months past vaccination. These data 

reinforce the benefit of vaccination after SARS-CoV-2 recovery 
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Resumo 
 

A preventive vaccination program is in operation in Poland. There are mandatory vaccinations for Polish residents under the age of 

19 years. The law provides for financial penalties for parents who refuse to vaccinate their children. The aim of this study was to 

describe the attitudes of Polish residents aged 15–39 years to mandatory preventive vaccination and the level of acceptance for 

legal and financial sanctions for refusing mandatory vaccination of children. Materials and Methods: A face-to-face questionnaire-

based study of a representative sample of 1560 residents of Poland aged 15–39 years. Data was collected in the fourth quarter of 

2021. Results: In the study group, 51.5% of the respondents believed that preventive vaccination should be mandatory, and 

parents should have the right to decide only about additional vaccinations. Multivariate analyses (logistic regression) revealed a 

significant association between acceptance of mandatory vaccination and the following factors: positive COVID-19 vaccination 

status, self-declared religiosity, and having children. Of the 1560 respondents, 25.3% declared support for legal or financial 

sanctions for those refusing to vaccinate their children. In this group (n = 394), the highest percentage of respondents (59.4%) 

supported sanctions in the form of refusal to admit an unvaccinated child to a nursery or kindergarten. Conclusions: Despite 

preventive (mandatory) vaccination programs having been in operation in Poland since the 1960′s, only a little over 50% of 

adolescent Poles and young adults accept the vaccine mandate. Only 25% of this group declare their support for sanctions for 

refusing mandatory vaccination of children. 
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Resumo 
 

Belief that vaccination is not needed for individuals with prior infection contributes to COVID-19 vaccine hesitancy. Among individuals infected with SARS-CoV-2 

before vaccines became available, we assessed whether vaccinated individuals had reduced odds of reinfection.We conducted a case-control study among adult 

New York City residents who tested positive for SARS-CoV-2 infection in 2020, did not test positive again &gt;90 days after initial positive test through July 1, 

2021, and did not die before July 1, 2021. Case-patients with reinfection during July–November 2021 and control subjects with no reinfection were matched 

(1:3) on age, sex, timing of initial positive test in 2020, and neighborhood poverty level. Matched odds ratios (mOR) and 95% confidence intervals (CI) were 

calculated using conditional logistic regression.Of 349,827 eligible adults, 2,583 were reinfected during July–November 2021. Of 2,401 with complete matching 

criteria data, 1,102 (45.9%) were known to be symptomatic for COVID-19-like-illness, and 96 (4.0%) were hospitalized. Unvaccinated individuals, compared with 

individuals fully vaccinated within the prior 90 days, had elevated odds of reinfection (mOR, 3.21; 95% CI, 2.70, 3.82), of symptomatic reinfection (mOR, 2.97; 

95% CI, 2.31, 3.83), and of reinfection with hospitalization (mOR, 2.09; 95% CI, 0.91, 4.79). All three vaccines authorized or approved for use in the U.S. were 

similarly effective.Vaccination reduced odds of reinfections when the Delta variant predominated. Further studies should assess risk of severe outcomes among 

reinfected persons as new variants emerge, infection- and vaccine-induced immunity wanes, and booster doses are administered. 
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Resumo 
 

Influenza virus and SARS-CoV-2 are significant causes of respiratory illness in children.Influenza and COVID-19-associated 

hospitalizations among children &lt;18 years old were analyzed from FluSurv-NET and COVID-NET, two population-based 

surveillance systems with similar catchment areas and methodology. The annual COVID-19-associated hospitalization rate per 100 

000 during the ongoing COVID-19 pandemic (October 1, 2020–September 30, 2021) was compared to influenza-associated 

hospitalization rates during the 2017–18 through 2019–20 influenza seasons. In-hospital outcomes, including intensive care unit 

(ICU) admission and death, were compared.Among children &lt;18 years old, the COVID-19-associated hospitalization rate (48.2) 

was higher than influenza-associated hospitalization rates: 2017–18 (33.5), 2018–19 (33.8), and 2019–20 (41.7). The COVID-19-

associated hospitalization rate was higher among adolescents 12–17 years old (COVID-19: 59.9; influenza range: 12.2-14.1), but 

similar or lower among children 5–11 (COVID-19: 25.0; influenza range: 24.3-31.7) and 0–4 (COVID-19: 66.8; influenza range: 70.9-

91.5) years old. Among children &lt;18 years old, a higher proportion with COVID-19 required ICU admission compared with 

influenza (26.4% vs 21.6%; p &lt; 0.01). Pediatric deaths were uncommon during both COVID-19- and influenza-associated 

hospitalizations (0.7% vs 0.5%; p = 0.28).In the setting of extensive mitigation measures during the COVID-19 pandemic, the annual 

COVID-19-associated hospitalization rate during 2020–2021 was higher among adolescents and similar or lower among children 
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&lt;12 years old compared with influenza during the three seasons before the COVID-19 pandemic. COVID-19 adds substantially to 

the existing burden of pediatric hospitalizations and severe outcomes caused by influenza and other respiratory viruses. 
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Resumo 
 

Point-of-care and decentralized testing for SARS-CoV-2 is critical to inform public health responses. Performance evaluations in priority use cases 
such as contact tracing can highlight trade-offs in test selection and testing strategies. Methods: A prospective diagnostic accuracy study was 
conducted among close contacts of COVID-19 cases in Brazil. Two anterior nares swabs (ANS), a nasopharyngeal swab (NPS), and saliva were 
collected at all visits. Vaccination history and symptoms were assessed. Household contacts were followed longitudinally. Three rapid antigen 
tests and one molecular method were evaluated for usability and performance against reference RT-PCR on NPS. Results: Fifty index cases and 
214 contacts (64 household) were enrolled. Sixty-five contacts were RT-PCR positive during at least one visit. Vaccination did not influence viral 
load. Gamma variants were most prevalent; Delta emerged increasingly during implementation. Overall sensitivity of evaluated tests ranged 
from 33%–76%. Performance was higher among symptomatic cases and cases with Ct < 34 and lower among oligo/asymptomatic cases. 
Assuming a 24-hour time-to-result for RT-PCR, the cumulative sensitivity of an ANS rapid antigen test was >70% and almost 90% after four days. 
Conclusions: The near immediate time-to-result for antigen tests significantly offsets lower analytical sensitivity in settings where RT-PCR results 
are delayed or unavailable. 
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Resumo 
 

Objective We aimed to assess if emergency department (ED) syndromic surveillance during the first and second waves of the COVID-19 outbreak 

could have improved our surveillance system. Design and settings We did an observational study using aggregated data from the ED of a 

university hospital and public health authorities in western Switzerland. Participants All patients admitted to the ED were included. Primary 

outcome measure The main outcome was intensive care unit (ICU) occupancy. We used time series methods for ED syndromic surveillance 

(influenza-like syndrome, droplet isolation) and usual indicators from public health authorities (new cases, proportion of positive tests in the 

population). Results Based on 37 319 ED visits during the COVID-19 outbreak, 1421 ED visits (3.8%) were positive for SARS-CoV-2. Patients with 

influenza-like syndrome or droplet isolation in the ED showed a similar correlation to ICU occupancy as confirmed cases in the general 

population, with a time lag of approximately 13 days (0.73, 95% CI 0.64 to 0.80; 0.79, 95% CI 0.71 to 0.86; and 0.76, 95% CI 0.67 to 0.83, 

respectively). The proportion of positive tests in the population showed the best correlation with ICU occupancy (0.95, 95% CI 0.85 to 

0.96).Conclusion ED syndromic surveillance is an effective tool to detect and monitor a COVID-19 outbreak and to predict hospital resource 

needs. It would have allowed to anticipate ICU occupancy by 13 days, including significant aberration detection at the beginning of the second 

wave. 
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Resumo 
 

OBJECTIVES: To evaluate the association of COVID-19 infection and olfactory and taste dysfunction (OTD) in patients presenting to the OPD with ILI undergoing 

RT-PCR testing for COVID-19. To determine the sensitivity, specificity, positive and negative predictive value of OTD and other symptoms in these patients. 

METHODS: The patients presenting with ILI to the study centre in September, 2020 were included in the study. The symptoms of RT-PCR positive patients were 

compared to those of RT-PCR negative patients.RESULTS: During the study period, 909 patients, aged 12-70 years, reported with ILI, out of which 316 (34.8%) 

patients tested COVID-19 positive. Only the symptoms of olfactory and taste dysfunction were statistically more significant in RT-PCR positive patients than in 

RTPCR negative patients. CONCLUSION: During the COVID-19 pandemic, patients presenting to the OPD with sudden loss of sense of smell or taste may be 

considered as COVID-19 positive, until proven otherwise. 
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Resumo 
 

 Olfactory impairment maybe present among self-perception asymptomatic COVID-19 patients. This study aims to assess the olfactory function among these 

infected individuals.Methods: A cross-sectional study involving the self-perception of asymptomatic COVID-19 patients. Assessments using the Malaysian Smell 

and Taste Questionnaire (m-STQ) and culturally adapted Malaysian version of Sniffin’ Stick Identification (mSS-SIT) smell test were performed.Results: A total of 

81 participants (aged 31.59±12.04 years) with the duration from diagnosis to test of 7.47±3.79 days. Subjective assessment showed 80.2% were asymptomatic 

(m-STQ score 6), and 19% had mild symptoms (m-STQ score 7 and 8). The mSS-SIT score was 10.89±2.11. The prevalence of olfactory impairment was 76.6% 

among self-perceptions of asymptomatic COVID-19 patients. There was no association between m-STQ and mSS-SIT scores (P=0.25). There was a correlation 

between the mSS-SIT score with the duration of diagnosis (P=0.04). Conclusion: The objective assessment proved COVID-19 patients who perceived themselves 

as asymptomatic showed olfactory impairment. 
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Resumo 
 

The Health Care Workers (HCWs) are in higher risk of acquiring the disease owing to their regular contact with the patients. The aim of this study is to evaluate 

the seroprevalence among HCWs preand post-vaccination. The serological assessment of anti-SARS-CoV-2 antibody was conducted in pre- and post-vaccination 

of first or both doses of the ChAdOx1 nCoV-19 vaccine and followed up to 8 months for SARS-CoV-2 infection and antibody titer. The neutralizing antibody was 

positively correlated with IgG and total antibody. IgG was significantly decreased after 4-6 months postinfection. Almost all HCWs developed IgG after 2 doses of 

vaccine with comparable IgG to that of the infected HCWs. A follow-up of 6 to 8 months post vaccination showed a significant drop in antibody titer, while 56% 

of them didn’t show detectable level of IgG, suggesting the need for a booster dose. Around 21% of the vaccinated HCWs with significantly low antibody titer 

were infected with the SARS-CoV-2, but majority of them showed mild symptoms and recovered in home isolation without any O2 support. We noticed the 

effectiveness of the ChAdOx1 nCoV-19 vaccine as evident from the low rate of breakthrough infection with any severe symptoms. 
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Resumo 
 

Using nested case–control data from the Lifelines COVID-19 cohort, we undertook a validation study of a clinical and genetic model to predict 

the risk of severe COVID-19 in people with confirmed COVID-19 and in people with confirmed or self-reported COVID-19. The model performed 

well in terms of discrimination of cases and controls for all ages (area under the receiver operating characteristic curve [AUC] = 0.680 for 

confirmed COVID-19 and AUC = 0.689 for confirmed and self-reported COVID-19) and in the age group in which the model was developed (50 

years and older; AUC = 0.658 for confirmed COVID-19 and AUC = 0.651 for confirmed and self-reported COVID-19). There was no evidence of 

over- or under-dispersion of risk scores but there was evidence of overall over-estimation of risk in all analyses (all P < 0.0001). In the light of 

large numbers of people worldwide remaining unvaccinated and continuing uncertainty regarding vaccine efficacy over time and against 

variants of concern, identification of people at high risk of severe COVID-19 may encourage the uptake of vaccinations (including boosters) and 

the use of non-pharmaceutical inventions. 
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Resumo 
 

 Pregnant women with SARS-CoV-2 infection experience higher rates of stillbirth and preterm birth. A unique pattern of chronic 

histiocytic intervillositis (CHI) and/or massive perivillous fibrin deposition (MPFD) has emerged, coined as SARS-CoV-2 placentitis. 
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Resumo 
 

Introduction ...The SARS-CoV-2 Omicron variant, which harbored 32 mutations in spike glycoproteins (S),1 raised concern over the 

virus escaping from immunity induced by vaccination or natural infection.2,3 However, the full extent to which the Omicron variant 

evades existing vaccine- or infection-derived antibodies, especially memory T-cell responses, has not been well characterized. In 

this cohort study, we assessed the antibody and T-cell responses to SARS-CoV-2 Wuhan and Omicron strains in individuals 

recovered from COVID-19. 
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Resumo 
 

Appendicitis has been reported as a potential adverse event after immunization with mRNA-based COVID-19 vaccines, based on 

trial data, adverse event report data, and observational data. We evaluated the risk of appendicitis after receiving an mRNA COVID-

19 vaccination and after diagnosis of SARS-CoV-2 infection compared with the risk of appendicitis in unvaccinated individuals. 
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Resumo 
 
 
 
 
 
 
 
 
 
 
 
 
 

Despite widespread vaccination against COVID-19 in the United States, there are limited empirical data quantifying their public 

health impact in the population.To estimate the number of COVID-19 cases, hospitalizations, and deaths directly averted because 

of COVID-19 vaccination in California.This modeling study used person-level data provided by the California Department of Public 

Health (CDPH) on COVID-19 cases, hospitalizations, and deaths as well as COVID-19 vaccine administration from January 1, 2020, to 

October 16, 2021. A statistical model was used to estimate the number of COVID-19 cases that would have occurred in the vaccine 

era (November 29, 2020, to October 16, 2021) in the absence of vaccination based on the ratio of the number of cases among the 

unvaccinated (aged &lt;12 years) and vaccine-eligible groups (aged ≥12 years) before vaccine introduction. Vaccine-averted COVID-

19 cases were estimated by finding the difference between the projected and observed number of COVID-19 cases. Averted COVID-

19 hospitalizations and deaths were assessed by applying estimated hospitalization and case fatality risks to estimates of vaccine-

averted COVID-19 cases. As a sensitivity analysis, a second independent model was developed to estimate the number of vaccine-

averted COVID-19 outcomes by applying published data on vaccine effectiveness to data on COVID-19 vaccine administration and 

estimated risk of COVID-19 over time.COVID-19 vaccination.Number of COVID-19 cases, hospitalizations, and deaths estimated to 

have been averted because of COVID-19 vaccination.There were 4 585 248 confirmed COVID-19 cases, 240 718 hospitalizations, 

and 70 406 deaths in California from January 1, 2020, to October 16, 2021, during which 27 164 680 vaccine-eligible individuals 

aged 12 years and older were reported to have received at least 1 dose of a COVID-19 vaccine in the vaccine era (79.5% of the 

eligible population). The primary model estimated that COVID-19 vaccination averted 1 523 500 (95% prediction interval *PI+, 

976 800-2 230 800) COVID-19 cases in California, corresponding to a 72% (95% PI, 53%-91%) relative reduction in cases because of 

vaccination. COVID-19 vaccination was estimated to have averted 72 930 (95% PI, 53 250-99 160) hospitalizations and 19 430 (95% 
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Resumo 
 

PI, 14 840-26 230) deaths during the study period. The alternative model identified comparable findings.This study provides 

evidence of the public health benefit of COVID-19 vaccination in the United States and further supports the urgency for continued 

vaccination. 
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Resumo 
 

Immunocompromised individuals are at risk of prolonged SARS-CoV-2 infection due to weaker immunity, co-morbidities, and lowered vaccine effectiveness, 

which may evolve highly mutated variants of SARS-CoV-2. Nonetheless, limited data are available on the immune responses elicited by SARS-CoV-2 infection, 

reinfections, and vaccinations with emerging variants in immunocompromised patients. We analyzed clinical samples that were opportunistically collected from 

eight immunocompromised individuals for mutations in SARS-CoV-2 genomes, neutralizing antibody (NAb) titers against different SARS-CoV-2 variants, and the 

identification of immunoreactive epitopes using a high-throughput coronavirus peptide array. The viral genome analysis revealed two SARS-CoV-2 variants (20A 

from a deceased patient and an Alpha variant from a recovered patient) with an eight amino-acid (aa) deletion within the N-terminal domain (NTD) of the 

surface glycoprotein. A higher NAb titer was present against the prototypic USA/WA1/2020 strain in vaccinated immunocompromised patients. NAb titer was 

absent against the Omicron variant and the cultured virus of the 20A variant with eight aa deletions in non-vaccinated patients. Our data suggest that fatal SARS-

CoV-2 infections may occur in immunocompromised individuals even with high titers of NAb post-vaccination. Moreover, persistent SARS-CoV-2 infection may 

lead to the emergence of newer variants with additional mutations favoring the survival and fitness of the pathogen that include deletions in NAb binding sites 

in the SARS-CoV-2 surface glycoprotein. 
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Resumo 
 

Introduction: EURO2020 generated a growing media and population interest across the month period, that peaked with large spontaneous celebrations across 

the country upon winning the tournament. Methods: We retrospectively analysed data from the national surveillance system (indicator based) and from event-

based surveillance to assess how the epidemiology of SARS CoV-2 changed in June-July 2021 and to describe cases and clusters linked with EURO2020. Results: 

Widespread increases in transmission and case numbers, mainly among younger males, were documented in Italy, none were linked with stadium attendance. 

Vaccination coverage against SARS-CoV-2 was longer among cases linked to EURO2020 than among the general population. Conclusions: Transmission increased 

across the country, mainly due to gatherings outside the stadium, where, conversely, strict infection control measures were enforced. These informal “side” 

gatherings were dispersed across the entire country and difficult to control. Targeted communication and control strategies to limit the impact of informal 

gatherings occurring outside official sites of mass gathering events should be further developed.  
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Resumo 
 

The COVID-19 pandemic had an uneven development in different countries. In Argentina, the pandemic began in march 2020 and, during the first 3 months, the 

vast majority of cases were concentrated in a densely populated region that includes the city of Buenos Aires (country capital) and the Greater Buenos Aires 

area that surrounds it. This work focuses on the spread of COVID-19 between June and November 2020 in Greater Buenos Aires. Within this period of time there 

was no vaccine, basically only the early wild strain of SARS-CoV-2 was present, and the official restriction and distancing measures in this region remained more 

or less constant. Under these particular conditions, the incidences show a sharp rise from June 2020 and begin to decrease towards the end of August until the 

end of November 2020. In this work we study, through mathematical modelling and available epidemiological information, the spread of COVID-19 in this region 

and period of time. We show that a coherent explanation of the evolution of incidences can be obtained assuming that only a minority fraction of the population 

got involved in the spread process, so that the incidences decreased as this group of people was becoming immune. The observed evolution of the incidences 

could then be a consequence at the population level of lasting immunity conferred by SARS-CoV-2. 
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Resumo 
 

Introduction Prior to the emergence of the omicron variant, the delta variant was the most transmissible variant of SARS-CoV-2 (severe acute 

respiratory syndrome coronavirus 2). Development of SARS-CoV-2 vaccinations began before the emergence of the delta-variant. Age is a major 

risk factor for contracting SARS-CoV-2 virus, developing severe disease and mortality [1]. Two-dose vaccination has been shown to be effective 

against the delta variant [2] and thirddose booster doses have already started to be given. Reduced effectiveness of vaccination has been to be 

linked to advancing age [3,4,5]. We describe an outbreak of the delta variant on a psychogeriatric ward in which two-dose vaccination reduced 

mortality and severity of disease amongst elderly inpatients. 
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Resumo 
 

This prospective longitudinal epidemiological study was aimed at investigating the occupational SARS-CoV-2 infection risk of long distance train services in 

Germany. Three different employee groups (train attendants, train drivers and maintenance workers) within the workforce of the German railway carrier 

Deutsche Bahn Fernverkehr AG were studied based on their contact frequency with passengers and colleagues. Approximately 1100 employees were tested by 

PCR for acute infections and by antibody detection for past infections in June 2020, October 2020 and February 2021. Cumulative incidence (acute and past 

infections) after the third (final) test series in February 2021 was 8.5% (95% interval CI 6.8 – 10.4): 8.5% (95% CI 6.2 – 11.2) for train attendants, 5.5% (95% CI 2.9 

– 9.5) for train drivers and 11.8% (95% CI 7.6 – 17.2) for maintenance workers. Between June 2020 and October 2020, the incidence was 1.2% (95% CI 0.6-2.3): 

1.2% (95% CI 0.4-2.7) for train attendants, 1.1% (95% CI 0.1-3.9) for train drivers and 1.4% (95% CI 0.17-5.10) for maintenance workers. Between October 2020 

and February 2021, it was 5.1% (95% CI 3.6- 6.8): 5.2% (95% CI 3.3-7.8) for train attendants, 1.6% (95% CI 0.3-4.5) for train drivers and 8.8% (95% CI 4.9-14.3) for 

maintenance workers. Thus, contrary to expectation our exploratory data did not show train attendants to be at the highest risk of SARS-CoV-2 infections among 

the employee groups. In line with expectations, train drivers, representing the low contact group, seemed at lowest occupational risk. 
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Resumo 
 

Objectives: We quantified hospital-acquired COVID-19 during the early phases of the pandemic, and we evaluated solely temporal determinations of hospital 

acquisition. Design: Retrospective observational study during early phases of the COVID-19 pandemic, March 1-November 30, 2020. We identified laboratory-

detected SARS-CoV-2 from 30 days before admission through discharge. All episodes detected after hospital day 5 were categorized by chart review as 

community or unlikely hospital-acquired, or possible or probable hospitalacquired. Setting: Two acute-care hospitals in Chicago, IL. Patients: All hospitalized 

patients including an inpatient rehabilitation unit. Interventions: Each hospital implemented infection-control precautions soon after identifying COVID-19 cases, 

including patient- and staff-cohorting, universal masking, and restricted visitation policies. Results: Among 2,667 patients with SARS-CoV-2, detection before 

hospital day six was most common (n=2,612; 98%); days 6-14 uncommon (n=43; 1.6%); and, after day 14, rare (n=16; 0.6%). By chart review, most episodes after 

day 5 were categorized as community-acquired, usually because SARS-CoV-2 had been detected at a prior healthcare facility (68% of cases on days 6-14; 53% of 

cases after day 14). Incidence for possible and probable hospital-acquired cases, per 10,000 patient-days, was similar for ICU- and non-ICU patients at Hospitals 

A (1.2 vs 1.3, difference = 0.1; 95% CI, -2.8 to 3.0) and B (2.8 vs 1.2, difference = 1.6; 95% CI, -0.1 to 4.0). Conclusions: Most patients were protected by early and 

sustained application of infectioncontrol precautions, modified to reduce COVID-19 transmission. Using solely temporal criteria to discriminate hospital- vs 

community-acquisition would have misclassified many “late-onset” SARS-CoV-2 positive episodes. 
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Resumo 
 

We estimated COVID-19 vaccine effectiveness against SARS-CoV-2 infection and severe COVID-19 outcomes among individuals with 

immune-mediated inflammatory diseases in Ontario, Canada. 
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Resumo 
 

Containing the COVID-19 pandemic requires rapidly identifying infected individuals. Subtle changes in physiological parameters (such as heart rate, respiratory 

rate, and skin temperature), discernible by wearable devices, could act as early digital biomarkers of infections. Our primary objective was to assess the 

performance of statistical and algorithmic models using data from wearable devices to detect deviations compatible with a SARS-CoV-2 infection. We searched 

MEDLINE, Embase, Web of Science, the Cochrane Central Register of Controlled Trials (known as CENTRAL), International Clinical Trials Registry Platform, and 

ClinicalTrials.gov on July 27, 2021 for publications, preprints, and study protocols describing the use of wearable devices to identify a SARS-CoV-2 infection. Of 

3196 records identified and screened, 12 articles and 12 study protocols were analysed. Most included articles had a moderate risk of bias, as per the National 

Institute of Health Quality Assessment Tool for Observational and CrossSectional Studies. The accuracy of algorithmic models to detect SARS-CoV-2 infection 

varied greatly (area under the curve 0·52–0·92). An algorithm’s ability to detect presymptomatic infection varied greatly (from 20% to 88% of cases), from 14 

days to 1 day before symptom onset. Increased heart rate was most frequently associated with SARS-CoV-2 infection, along with increased skin temperature and 

respiratory rate. All 12 protocols described prospective studies that had yet to be completed or to publish their results, including two randomised controlled 

trials. The evidence surrounding wearable devices in the early detection of SARS-CoV-2 infection is still in an early stage, with a limited overall number of studies 

identified. However, these studies show promise for the early detection of SARS-CoV-2 infection. Large prospective, and preferably controlled, studies recruiting 

and retaining larger and more diverse populations are needed to provide further evidence. 

 
 

Referências 
 

MITRATZA, M. et al. The performance of wearable sensors in the detection of SARS-CoV-2 infection: a systematic review. The Lancet. Digital health, [United 

Kingdom ], v. 4, n. 5, p. e370–e383, April 2022. DOI: 10.1016/S2589-7500(22)00019-X. Disponível em: 

https://www.thelancet.com/journals/landig/article/PIIS2589-7500(22)00019-X/fulltext. Acesso em: 22 abr. 2022. 

Fonte https://www.thelancet.com/action/showPdf?pii=S2589-7500%2822%2900019-X 

https://www.thelancet.com/journals/landig/article/PIIS2589-7500(22)00019-X/fulltext
https://www.thelancet.com/action/showPdf?pii=S2589-7500%2822%2900019-X


LISTA DE REFERÊNCIAS BIBLIOGRÁFICAS E RESUMOS– COVID -19           
        

Atualizado em: 24 de junho de 2022                                                                                             

               

108 

 

 
Título  

 

Association of short-term air pollution exposure with SARS-CoV-2 infection among young adults in sweden 

 
Autor(es) 

 

Zhebin Yu,  Tom Bellander,  Anna Bergström, ; Joakim Dillner,  Kristina Eneroth,  Magnuz Engardt,  Antonios Georgelis,  Inger Kull,  
Petter Ljungman, Göran Pershagen,  Massimo Stafoggia, Erik Melén, Olena Gruzieva 

 
 
 
 
 
 

Resumo 
 
 
 
 
 
 
 
 
 
 
 
 

Mounting ecological evidence shows an association between short-term air pollution exposure and COVID-19, yet no study has 

examined this association on an individual level.To estimate the association between short-term exposure to ambient air pollution 

and SARS-CoV-2 infection among Swedish young adults.This time-stratified case-crossover study linked the prospective BAMSE 

(Children, Allergy Milieu, Stockholm, Epidemiology [in Swedish]) birth cohort to the Swedish national infectious disease registry to 

identify cases with positive results for SARS-CoV-2 polymerase chain reaction (PCR) testing from May 5, 2020, to March 31, 2021. 

Case day was defined as the date of the PCR test, whereas the dates with the same day of the week within the same calendar 

month and year were selected as control days. Data analysis was conducted from September 1 to December 31, 2021.Daily air 

pollutant levels (particulate matter with diameter ≤2.5 μm *PM2.5+, particulate matter with diameter ≤10 μm *PM10+, black carbon 

[BC], and nitrogen oxides [NOx]) at residential addresses were estimated using dispersion models with high spatiotemporal 

resolution.Confirmed SARS-CoV-2 infection among participants within the BAMSE cohort. Distributed-lag models combined with 

conditional logistic regression models were used to estimate the association.A total of 425 cases were identified, of whom 229 

(53.9%) were women, and the median age was 25.6 (IQR, 24.9-26.3) years. The median exposure level for PM2.5 was 4.4 [IQR, 2.6-

6.8+ μg/m3 on case days; for PM10, 7.7 *IQR, 4.6-11.3+ μg/m3 on case days; for BC, 0.3 *IQR, 0.2-0.5+ μg/m3 on case days; and for 

NOx, 8.2 [5.6-14.1+ μg/m3 on case days. Median exposure levels on control days were 3.8 *IQR, 2.4-5.9+ μg/m3 for PM2.5, 6.6 *IQR, 

4.5-10.4+ μg/m3 for PM10, 0.2 *IQR, 0.2-0.4+ μg/m3 for BC, and 7.7 *IQR, 5.3-12.8+ μg/m3 for NOx. Each IQR increase in short-term 

exposure to PM2.5 on lag 2 was associated with a relative increase in positive results of SARS-CoV-2 PCR testing of 6.8% (95% CI, 

2.1%-11.8%); exposure to PM10 on lag 2, 6.9% (95% CI, 2.0%-12.1%); and exposure to BC on lag 1, 5.8% (95% CI, 0.3%-11.6%). 
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Resumo 
 

These findings were not associated with NOx, nor were they modified by sex, smoking, or having asthma, overweight, or self-

reported COVID-19 respiratory symptoms.The findings of this case-crossover study of Swedish young adults suggest that short-term 

exposure to particulate matter and BC was associated with increased risk of positive PRC test results for SARS-CoV-2, supporting 

the broad public health benefits of reducing ambient air pollution levels. 
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Resumo 
 
 
 
 
 
 
 
 
 
 
 
 

No studies to date have evaluated the effectiveness of 3 COVID-19 vaccines in the US military population, especially during the 

circulation of the SARS-CoV-2 Delta (B.1.617.2) variant.To estimate the effectiveness of the mRNA-1273, BNT162b2, and JNJ-

78436735 vaccines among US military personnel before and during the predominance of the Delta variant in the US.This case-

control study was conducted among all unvaccinated and fully vaccinated US military personnel who had a documented SARS-CoV-

2 test performed in the US between January 1 and September 24, 2021. Individuals were identified using Department of Defense 

(DOD) electronic medical, laboratory, and surveillance databases. The pre-Delta period was defined as January 1 to May 31, 2021, 

and the Delta period as June 19 to September 24, 2021. Case individuals were defined by a positive polymerase chain reaction 

SARS-CoV-2 test result or a positive antigen test result with symptoms. Control individuals had at least 1 negative SARS-CoV-2 test 

result.COVID-19 vaccination with the mRNA-1273, BNT162b2, or JNJ-78436735 vaccine, assessed from DOD electronic vaccination 

records.COVID-19 vaccine effectiveness overall, by vaccine type, and by outcome stratified by the pre-Delta and Delta periods in 

the US. Vaccine effectiveness was estimated as 100 × (1 − odds ratio) in a logistic regression model with adjustment for potential 

confounders.The cohort included 441 379 individuals, with 290 256 in the pre-Delta period (236 555 [81%] male; median age, 25 

years [range, 17-68 years+) and 151 123 in the Delta period (120 536 *80%+ male; median age, 26 years *range, 17-70 years]). 

Adjusted vaccine effectiveness of all vaccines was significantly higher during the pre-Delta period (89.2%; 95% CI, 88.1%-90.1%) 

compared with the Delta period (70.2%; 95% CI, 69.3%-71.1%) for all outcomes, an overall decrease of 19%. mRNA-1273 vaccine 

effectiveness was highest in the pre-Delta (93.5%; 95% CI, 91.9%-94.7%) and Delta (79.4%; 95% CI, 78.3%-80.4%) periods for all 

outcomes, whereas the JNJ-78436735 vaccine had the lowest effectiveness during the pre-Delta (81.8%; 95% CI, 74.2%- 87.1%) and 

Delta (38.3%; 95% CI, 34.5%-41.9%) periods. Effectiveness for all vaccines during both periods was higher for symptomatic infection 
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Resumo 
 

and hospitalization among individuals with SARS-CoV-2 infection.In this case-control study, among US military personnel, COVID-19 

vaccine effectiveness was significantly lower during the period when the Delta variant predominated compared with the period 

before Delta variant predominance; this was especially true for the JNJ-78436735 vaccine. These findings were confounded by time 

since vaccination; this and the change in effectiveness support the need for booster doses and continued evaluation of vaccine 

effectiveness as new variants of SARS-CoV-2 emerge. 
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Resumo 
 

Introduction...Risk of SARS-CoV-2 reinfection among unvaccinated people with prior COVID-19 is a subject of debate.1,2 We 

performed a survival analysis in a large US population to assess the degree and duration of protection associated with natural 

immunity in unvaccinated individuals. 
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Resumo 
 
 
 
 
 
 
 
 
 
 
 
 

Reports of myocarditis after SARS-CoV-2 messenger RNA (mRNA) vaccination have emerged.To evaluate the risks of myocarditis 

and pericarditis following SARS-CoV-2 vaccination by vaccine product, vaccination dose number, sex, and age.Four cohort studies 

were conducted according to a common protocol, and the results were combined using meta-analysis. Participants were 

23 122 522 residents aged 12 years or older. They were followed up from December 27, 2020, until incident myocarditis or 

pericarditis, censoring, or study end (October 5, 2021). Data on SARS-CoV-2 vaccinations, hospital diagnoses of myocarditis or 

pericarditis, and covariates for the participants were obtained from linked nationwide health registers in Denmark, Finland, 

Norway, and Sweden.The 28-day risk periods after administration date of the first and second doses of a SARS-CoV-2 vaccine, 

including BNT162b2, mRNA-1273, and AZD1222 or combinations thereof. A homologous schedule was defined as receiving the 

same vaccine type for doses 1 and 2.Incident outcome events were defined as the date of first inpatient hospital admission based 

on primary or secondary discharge diagnosis for myocarditis or pericarditis from December 27, 2020, onward. Secondary outcome 

was myocarditis or pericarditis combined from either inpatient or outpatient hospital care. Poisson regression yielded adjusted 

incidence rate ratios (IRRs) and excess rates with 95% CIs, comparing rates of myocarditis or pericarditis in the 28-day period 

following vaccination with rates among unvaccinated individuals.Among 23 122 522 Nordic residents (81% vaccinated by study end; 

50.2% female), 1077 incident myocarditis events and 1149 incident pericarditis events were identified. Within the 28-day period, 

for males and females 12 years or older combined who received a homologous schedule, the second dose was associated with 

higher risk of myocarditis, with adjusted IRRs of 1.75 (95% CI, 1.43-2.14) for BNT162b2 and 6.57 (95% CI, 4.64-9.28) for mRNA-

1273. Among males 16 to 24 years of age, adjusted IRRs were 5.31 (95% CI, 3.68-7.68) for a second dose of BNT162b2 and 13.83 
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Resumo 
 

(95% CI, 8.08-23.68) for a second dose of mRNA-1273, and numbers of excess events were 5.55 (95% CI, 3.70-7.39) events per 

100 000 vaccinees after the second dose of BNT162b2 and 18.39 (9.05-27.72) events per 100 000 vaccinees after the second dose 

of mRNA-1273. Estimates for pericarditis were similar.Results of this large cohort study indicated that both first and second doses 

of mRNA vaccines were associated with increased risk of myocarditis and pericarditis. For individuals receiving 2 doses of the same 

vaccine, risk of myocarditis was highest among young males (aged 16-24 years) after the second dose. These findings are 

compatible with between 4 and 7 excess events in 28 days per 100 000 vaccinees after BNT162b2, and between 9 and 28 excess 

events per 100 000 vaccinees after mRNA-1273. This risk should be balanced against the benefits of protecting against severe 

COVID-19 disease. 
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Resumo 
 

Introduction... On July 29, 2021, concerns of waning immunity after Pfizer-BioNTech BNT162B2 mRNA vaccination led the Israeli 

Ministry of Health to start a campaign to administer booster (third) doses to individuals who received their second dose at least 5 

months prior. The booster was initially approved for individuals 60 years or older. This survey study assessed the occurrence of 

adverse effects (AEs) in adults 60 years or older who received a booster dose. 
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Resumo 
 
 

Background: The COVID-19 pandemic has been a global challenge. High mortality rates have been reported in some risk groups, including patients with pre-

existing mental disorders. Methods: We used electronic health records to retrospectively identify people infected due to COVID-19 (between March 2020 and 

March 2021) in the three territories of the Basque Country. COVID-19 cases were defined as individuals who had tested positive on a reverse transcription-

Polymerase Chain Reaction (PCR) test. Univariate and multivariate logistic regression models and multilevel analyses with generalized estimated equations were 

used to determine factors associated with COVID-19-related mortality and hospital admission. Results: The COVID-19 mortality rate was increased for patients 

with psychotic disorders (OR adjusted: 1.45, 95% CI [1.09, 1.94], p=.0114) and patients with substance abuse (OR adjusted: 1.88, 95%CI [1.13, 3.14, p<0.0152]. 

The mortality rate was lower for patients with affective disorders (OR adjusted: 0.80, 95%CI [0.61, 0.99], p=0.0407). Hospital admission rates due to COVID-19 

were higher in psychosis (OR adjusted: 2.90, 95%CI [2.36, 3.56], p<0·0001) and anxiety disorder groups (OR adjusted: 1.54, 95%CI *1.37, 1.72+, p<0·0001). Among 

admitted patients, COVID19 mortality rate was decreased for those with affective disorders rate (OR adjusted: 0.72,95% CI [0.55, 0.95], p=0.0194). Conclusions: 

COVID-19-related mortality and hospitalizations rates were higher for patients with a pre-existing psychotic disorder.
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Resumo 
 

The effect of SARS-CoV-2 infection on placental function is not well understood. Analysis of  placentas from women who tested 

positive at delivery showed SARS-CoV-2 genomic and subgenomic RNA in 22 out of 52 placentas. Placentas from two mothers with 

symptomatic  COVID-19 whose pregnancies resulted in adverse outcomes for the fetuses contained high  levels of viral Alpha 

variant RNA. The RNA was localized to the trophoblasts that cover the fetal  chorionic villi that are in direct contact with maternal 

blood. The intervillous spaces and villi were  infiltrated with maternal macrophages and T cells. Transcriptome analysis showed 

increased  expression of chemokines and pathways associated with viral infection and inflammation.  Infection of placental cultures 

with live SARS-CoV-2 and spike protein-pseudotyped lentivirus  showed infection of syncytiotrophoblast and, in rare cases, 

endothelial cells mediated by ACE2  and Neuropilin-1. Viruses with Alpha, Beta and Delta variant spikes infected the placental  

cultures at significantly greater levels 
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Resumo 
 

We examined antibody and memory B cell responses longitudinally for ~9-10 months after primary 2-dose SARS-CoV-2 mRNA vaccination and 3 months after a 

3rd dose. Antibody decay stabilized between 6 to 9 months and antibody quality continued to improve for at least 9 months after 2-dose vaccination. Spike- and 

RBD-specific memory B cells remained durable over time, and 40-50% of RBD-specific memory B cells simultaneously bound the Alpha, Beta, Delta, and Omicron 

variants. Omicron-binding memory B cells were efficiently re-activated by a 3rd dose of wild-type vaccine and correlated with the corresponding increase in 

neutralizing antibody titers. In contrast, pre-3rd dose antibody titers inversely correlated with the fold-change of antibody boosting, suggesting that high levels 

of circulating antibodies may limit the added protection afforded by repeat short interval boosting. These data provide insight into the quantity and quality of 

mRNA vaccine-induced immunity over time through 3 or more antigen exposures. 
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Resumo 
 

In settings where the COVID-19 vaccine supply is constrained, extending the intervals between the first and second doses of the 

COVID-19 vaccine may allow more people receive their first doses earlier. Our aim is to estimate the health impact of COVID-19 

vaccination alongside benefit-risk assessment of different dosing intervals in 13 middle-income countries (MICs) of Europe. 
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Resumo 
 

People who have been infected with SARS-CoV-2 may suffer persistent symptoms after infection such as fatigue, dyspnea 

dysgeusia/anosmia, asthenia, brain fog and insomnia. These persistent symptoms can last for weeks or months, and their negative 

impacts can be as worrying as the risk of contracting SARS-CoV-2 infection itself. In this issue of [... ] 
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Resumo 
 

The risk of adolescents developing myocarditis is lower after a booster dose of the BNT162b2 (Pfizer-BioNTech) COVID-19 vaccine 

than after the second dose, according to a CDC analysis of data from the Vaccine Adverse Event Reporting System 

(VAERS).Myocarditis is a rare but serious adverse event associated with COVID-19 mRNA vaccination. To assess whether this 

adverse event was also associated with booster doses administered to adolescents, the authors analyzed reports submitted to the 

VAERS system and v-safe between December 9, 2021, and February 20, 2022. 
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Resumo 
 

Introduction ...The COVID-19 pandemic has been associated with worse health outcomes in patients infected with COVID-19 and 

patients who were not infected,1-3 including worse pregnancy-related outcomes.4 This population-based study with individual 

participant data covers the period from before the pandemic (2016-2019) to during the pandemic (from March 2020 to September 

2021) and is the first, to our knowledge, to compare the risk of maternal mortality and morbidities in the initial and Delta pandemic 

periods with the baseline period.4 This study assesses whether the COVID-19 pandemic is associated with an increase in the risk of 

maternal mortality. 
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Resumo 
 

To evaluate the dynamic changes of antibody levels in different groups after inoculation with COVID-19 vaccine. The 1493 subjects 

who were tested for IgM and IgG against SARS-CoV-2 at Qionglai Medical Center Hospital from June to October in 2021 were 

accepted for analyses of geometric mean titer (GMT) of IgG and IgM. The overall GMT of IgM and IgG in the population of Qionglai 

reached at a peak value at 1.497(+3.810, -3.810) S/CO and 4.048(+2.059, -2.059) S/CO in the second week, and then gradually 

decreased to 0.114(+2.707, -2.707) and 1.885(+1.506, -1.506) S/CO in the 11th-25th weeks, respectively. IgG was positive within 1 

day, after that GMT increased continuously and peaked on the 13th day. There was significant difference between male and female 

groups for titer of IgM during prior 2 weeks and among three age groups for titer of IgG during the 2nd-3rd week after vaccination. 

The GMT level of IgG in the population vaccinated with COVID-19 vaccine remained at a high level within 25 weeks and peaked on 

the 13th day, indicating that IgG could exist for a longer period and exhibiting positive SARS-CoV-2- defending effect. 

 
 

Referências 
 

CHEN, F. et al. Dynamic changes of SARS-CoV-2 specific IgM and IgG among population vaccinated with COVID-19 vaccine. 

Epidemiology & Infection, [United Kingdom], p. 1–17, Apr. 8, 2022. DOI: 10.1017/S0950268822000632. Disponível em: 

https://www.cambridge.org/core/journals/epidemiology-and-infection/article/dynamic-changes-of-sarscov2-specific-igm-and-igg-

among-population-vaccinated-with-covid19-vaccine/A6B321F5A1E4871C6453288E02349BAD. Acesso em: 8 abr. 2022. 

 

Fonte 

https://www.cambridge.org/core/services/aop-cambridge-

core/content/view/A6B321F5A1E4871C6453288E02349BAD/S0950268822000632a.pdf/dynamic_changes_of_sarscov2_specific_ig

m_and_igg_among_population_vaccinated_with_covid19_vaccine.pdf 

https://www.cambridge.org/core/journals/epidemiology-and-infection/article/dynamic-changes-of-sarscov2-specific-igm-and-igg-among-population-vaccinated-with-covid19-vaccine/A6B321F5A1E4871C6453288E02349BAD
https://www.cambridge.org/core/journals/epidemiology-and-infection/article/dynamic-changes-of-sarscov2-specific-igm-and-igg-among-population-vaccinated-with-covid19-vaccine/A6B321F5A1E4871C6453288E02349BAD
https://www.cambridge.org/core/services/aop-cambridge-core/content/view/A6B321F5A1E4871C6453288E02349BAD/S0950268822000632a.pdf/dynamic_changes_of_sarscov2_specific_igm_and_igg_among_population_vaccinated_with_covid19_vaccine.pdf
https://www.cambridge.org/core/services/aop-cambridge-core/content/view/A6B321F5A1E4871C6453288E02349BAD/S0950268822000632a.pdf/dynamic_changes_of_sarscov2_specific_igm_and_igg_among_population_vaccinated_with_covid19_vaccine.pdf
https://www.cambridge.org/core/services/aop-cambridge-core/content/view/A6B321F5A1E4871C6453288E02349BAD/S0950268822000632a.pdf/dynamic_changes_of_sarscov2_specific_igm_and_igg_among_population_vaccinated_with_covid19_vaccine.pdf


LISTA DE REFERÊNCIAS BIBLIOGRÁFICAS E RESUMOS– COVID -19           
        

Atualizado em: 24 de junho de 2022                                                                                             

               

124 

 

 
Título  

 

Predictors of persistent symptoms after SARS-CoV-2 infection among healthcare workers: results of a multi-site survey 

 
Autor(es) 

 

Aurora Pop-Vicas,  Fauzia Osman, Geoffrey Tsaras,  Claire Seigworth, L. Silvia Munoz-Price,  Nasia Safdar  

 
 
 
 

Resumo 
 

INTRODUCTION: The COVID-19 pandemic continues, and healthcare workers (HCW) are at increased risk of infection.1 In addition 

to the morbidity associated with initial illness, persistent post-viral symptoms, currently classified as post-acute sequelae of COVID-

19, 2 also affect HCW, causing further disruptions in their work, home and social lives.3 To further characterize PASC in this 

population who is otherwise expected to be highly functional and in relatively good health, we aimed to identify predictors and 

functional status of HCW with persistent symptoms beyond 4 weeks after their initial COVID-19 diagnosis [...] 
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Resumo 
 

One limitation of the coronavirus disease 2019 (COVID-19) pandemic response has been the lack of widely available, practical tools to measure factors such as 

ventilation and airflow that can impact transmission risk. The Centers for Disease Control and Prevention (CDC) has recommended that steps be taken to 

improve ventilation in healthcare facilities, schools, businesses, and households.1 However, limited guidance has been provided on how to evaluate the 

adequacy of ventilation. To be useful in real-world settings, tools to assess ventilation must be inexpensive, safe, and easy to use. An ideal tool would provide 

rapid and easy to interpret results that could be used to identify areas with inadequate ventilation and assess the impact of interventions [...] 
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Resumo 
 

We combined smartphone mobility data with census track-based reports of positive case counts to study a COVID-19 outbreak at the University of Wisconsin-

Madison campus, where nearly 3,000 students had become infected by the end of September 2020. We identified a cluster of twenty bars located at the 

epicenter of the outbreak, in close proximity to campus residence halls. Smartphones originating from the two hardest hit residence halls (Sellery-Witte), where 

about one in five students were infected, were 2.95 times more likely to visit the 20-bar cluster than smartphones originating in two more distant, less affected 

residence halls (OggSmith). By contrast, smartphones from Sellery-Witte were only 1.55 times more likely than those from Ogg-Smith to visit a group of 68 

restaurants in the same area (rate ratio 1.91, 95% CI 1.29- 2.85, p < 0.001). We also determined the per-capita rates of visitation to the 20-bar cluster and to the 

68-restaurant comparison group by smartphones originating in each of 21 census tracts in the university area. In a multivariate instrumental variables 

regression, the visitation rate to the bar cluster was a significant determinant of the per-capita incidence of positive SARS-CoV-2 tests in each census tract 

(elasticity 0.88, 95% CI: 0.08–1.68, p = 0.032), while the restaurant visitation rate showed no such relationship. The potential super-spreader effects of clusters 

or networks of places, rather than individual sites, require further attention.  
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Resumo 

 

The SARS-CoV-2 variant of concern, omicron, appears to be less severe than delta. We aim to quantify the differences in symptom 

prevalence, risk of hospital admission, and symptom duration among the vaccinated population. 
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Resumo 
 

Pregnant individuals with SARS-CoV-2 infection experience increased maternal and neonatal morbidity.1-3 Although effective 

COVID-19 vaccines became available in December 2020, pregnant people were excluded from initial trials. Whereas data suggest 

that COVID-19 vaccines are safe and effective during pregnancy, there is concern about whether the vaccines are associated with 

risks to the fetus.4 We evaluated the association between COVID-19 vaccination during early pregnancy and risk of major fetal 

structural anomalies identified on ultrasonography. 
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Resumo 
 

Several countries paused their rollouts of the Oxford-AstraZeneca COVID-19 vaccine in mid-March 2021 due to concerns about 

vaccine-induced thrombosis and thrombocytopenia. Many warned that this risked damaging public confidence during a critical 

period of pandemic response. This study investigated whether the pause in the use of the Oxford-AstraZeneca vaccine had an 

impact on subsequent vaccine uptake in European countries.We used a difference-in-differences approach capitalizing on the fact 

that some countries halted their rollouts whilst others did not. A longitudinal panel was constructed for European Economic Area 

countries spanning 15 weeks in early 2021. Media reports were used to identify countries that paused the Oxford-AstraZeneca 

vaccine and the timing of this. Data on vaccine uptake were available through the European Centre for Disease Control and 

Prevention COVID-19 Vaccine Tracker. Difference-in-differences linear regression models controlled for key confounders that could 

influence vaccine uptake, and country and week fixed effects. Further models and robustness checks were performed.The panel 

included 28 countries, with 19 in the intervention group and 9 in the control group. Pausing the Oxford-AstraZeneca vaccine was 

associated with a 0.52% decrease in uptake for the first dose of a COVID-19 vaccine and a 1.49% decrease in the uptake for both 

doses, comparing countries that paused to those that did not. These estimates are not statistically significant (p = 0.86 and 0.39 

respectively). For the Oxford-AstraZeneca vaccine only, the pause was associated with a 0.56% increase in uptake for the first dose 

and a 0.07% decrease in uptake for both doses. These estimates are also not statistically significant (p = 0.56 and 0.51 respectively). 

All our findings are robust to sensitivity analyses.As new COVID-19 vaccines emerge, regulators should be cautious to deviate from 

usual protocols if further investigation on clinical or epidemiological grounds is warranted. 
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Resumo 
 

Obesity is increasingly prevalent worldwide. Associated risk factors, including depression, socioeconomic stress, poor diet, and lack of physical activity, have all 

been impacted by the coronavirus disease 2019 (COVID-19) pandemic. This systematic review aims to explore the indirect effects of the first year of COVID-19 

on obesity and its risk factors. A literature search of PubMed and EMBASE was performed from 1 January 2020 to 31 December 2020 to identify relevant studies 

pertaining to the first year of the COVID-19 pandemic (PROSPERO; CRD42020219433). All English-language studies on weight change and key obesity risk factors 

(psychosocial and socioeconomic health) during the COVID-19 pandemic were considered for inclusion. Of 805 full-text articles that were reviewed, 87 were 

included for analysis. The included studies observed increased food and alcohol consumption, increased sedentary time, worsening depressive symptoms, and 

increased financial stress. Overall, these results suggest that COVID-19 has exacerbated the current risk factors for obesity and is likely to worsen obesity rates in 

the near future. Future studies, and policy makers, will need to carefully consider their interdependency to develop effective interventions able to mitigate the 

obesity pandemic. 
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Resumo 
 
 
 
 
 
 
 
 
 
 
 
 
 
 

Does maternal infection with severe acute respiratory syndrome coronavirus (SARS-CoV-2) in the first trimester affect the risk of miscarriage before 13 week’s 

gestation?Pregnant women with self-reported diagnosis of SARS-CoV-2 in the first trimester had a higher risk of early miscarriage.Viral infections during 

pregnancy have a broad spectrum of placental and neonatal pathology. Data on the effects of the SARS-CoV-2 infection in pregnancy are still emerging. Two 

systematic reviews and meta-analyses reported an increased risk of preterm birth, caesarean delivery, maternal morbidity and stillbirth. Data on the impact of 

first trimester infection on early pregnancy outcomes are scarce. This is the first study, to our knowledge, to investigate the rates of early pregnancy loss during 

the SARS-CoV-2 outbreak among women with self-reported infection.This was a nationwide prospective cohort study of pregnant women in the community 

recruited using social media between 21st May and 31st December, 2020. We recruited 3545 women who conceived during the SARS-CoV-2 pandemic who 

were less than 13 week’s gestation at the time of recruitment.The COVID-19 Contraception and Pregnancy Study (CAP-COVID) was an on-line survey study 

collecting longitudinal data from pregnant women in the UK aged 18 years or older. Women who were pregnant during the pandemic were asked to complete 

on-line surveys at the end of each trimester. We collected data on current and past pregnancy complications, their medical history and whether they or anyone 

in their household had symptoms or been diagnosed with SARS-CoV-2 infection during each trimester of their pregnancy. RT-PCR–based SARS-CoV-2 RNA 

detection from respiratory samples (e.g., nasopharynx) is the standard practice for diagnosis of SARS-CoV-2 in the UK. We compared rate of self-reported 

miscarriage in three groups: ‘presumed infected’ i.e those who reported a diagnosis with SARS-CoV-2 infection in the first trimester; ‘uncertain’ i.e those who 

did not report a diagnosis but had symptoms/household contacts with symptoms/diagnosis; and ‘presumed uninfected’ i.e., those who did not report any 

symptoms/diagnosis and had no household contacts with symptoms/diagnosis of SARS-CoV-2.A total of 3545 women registered for the CAP-COVID study at less 

than 13 weeks gestation and were eligible for this analysis. Data for the primary outcome were available from 3041 women (86%). In the overall sample, the rate 

of self-reported miscarriage was 7.8% (238/3041 [95% CI, 7-9]). The median gestational age at miscarriage was 9 weeks (interquartile range 8-11). Seventy-seven 

women were in the 'presumed infected’ group (77/3041, 2.5% *95% CI 2 – 3]), 295/3041 were in the uncertain group (9.7%, [95% CI 9-11]) and the rest in the 

‘presumed uninfected’ (87.8%, 2669/3041, *95% CI 87-89+). The rate of early miscarriage was 14% in the ‘presumed infected’ group, 5% in the ‘uncertain’ and 8% 

in the ‘presumed uninfected’ (11/77 *95% CI 6-22] versus15/295, [95% CI 3-8] versus 212/2669 [95% CI 7-9+, p = 0.02). After adjusting for age, BMI, ethnicity, 

smoking status, gestational age at registration and the number of previous miscarriages, the risk of early miscarriage appears to be higher in the ‘presumed 

infected’ group (relative rate 1.7, 95% CI 1.0-3.0, p = 0.06).We relied on self-reported data on early pregnancy loss and SARS-CoV-2 infection without any means 
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Resumo 
 

of checking validity. Some women in the ‘presumed uninfected’ and ‘uncertain’ groups may have had asymptomatic infections. The number of ‘presumed 

infected’ in our study was low and therefore the study was relatively underpowered.This was a national study from the UK, where infection rates were one of 

the highest in the world. Based on the evidence presented here, women who are infected with SARS-CoV-2 in their first trimester may be at an increased risk of 

a miscarriage. However, the overall rate of miscarriage in our study population was 8%. This is reassuring and suggests that if there is an effect of SARS-CoV-2 on 

the risk of miscarriage, this may be limited to those with symptoms substantial enough to lead to a diagnostic test. Further studies are warranted to evaluate a 

causal association between SARS-CoV-2 infection in early pregnancy and miscarriage risk. Although we did not see an overall increase in the risk of miscarriage, 

the observed comparative increase in the presumed infected group reinforces the message that pregnant women should continue to exercise social distancing 

measures and good hygiene throughout their pregnancy to limit their risk of infectionThis study was supported by a grant from the Elizabeth Garrett Anderson 

Hospital Charity, (G13-559194). The funders of the study had no role in study design, data collection, data analysis, data interpretation, or writing of the report. 
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Resumo 
 

COVID-19 (Coronavirus Disease 2019) pandemic highlighted the importance of air biosecurity because SARS-CoV-2 is mainly transmitted from person to person 

via airborne droplets. Preventing infectious droplets from entering the body is one of the best ways to protect against infection. This paper reviews the 

transmission patterns of airborne pathogens and air disinfection methods. A particular emphasis is put on studies devoted to the thermal inactivation of viruses. 

These reviews reveal that air heat treatment has not been seriously considered as a possible air disinfection approach. Simple calculations show that the energy 

input required for thermal disinfection of human's air daily consumption is almost the same as for daily water consumption (by heat treatment from room 

temperature to 100 °C). Moreover, it is possible to organize a continuous heat recovery from the air already heated during disinfection to the inlet air, thus 

significantly increasing the energy efficiency. Therefore, I propose a solution for the thermal inactivation of airborne pathogens based on air heating and its 

subsequent cooling in a heat exchanger with heat recovery. Such a solution could be used to create mobile personal and stationary indoor air disinfectors, as 

well as heating, ventilation, and air conditioning systems. Thermal disinfection of air to breathe might one day be part of people's daily life like thermal 

disinfection of drinking water. Aside from limiting infectious disease transmission, thermal inactivation might be the basis for developing inhaled vaccines using 

thermally inactivated whole pathogens. 
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Resumo 
 

In 1948, the WHO was created under the aegis of the United Nations (UN) as the agency to address global health concerns. Health was defined as a ‘state of 

complete physical, mental and social well-being and not merely the absence of disease or infirmity’.1 In 1978 with the Alma Ata Declaration, the member states 

of the UN began a process to translate this definition into reality by mandating primary healthcare (PHC) as the health policy for the organisation. PHC 

highlighted the principles of equity, community participation, and included multisectoral approaches.Over the first 40 plus years, PHC had various iterations but 

in most settings focused on primary care health services at the local level now linked to universal health coverage (UHC). This linear and siloed focus misses the 

original intent of the Alma Ata Declaration. With the COVID-19 pandemic, the focus has proved inadequate. Health services have not prevented the loss of 4 

million lives3 and the loss of livelihoods of million more people.4 5 This situation also highlights the necessity of addressing health improvements in the context 

of the social determinants of health and governance.On the 40th anniversary of the Alma Ata Declaration in 2018, member countries of WHO signed the Astana 

Declaration.8 The declaration focuses on promoting PHC through (a) providing primary care services throughout the life course, (b) ensuring equity for 

healthcare, (c) addressing the social determinants of health, and (d) empowering citizens and communities.9 To pursue these objectives in the post-COVID-19 

era, the way forward is to integrate public health systems and health services to include: clinical care, surveillance and rapid response to prevalent infectious 

and emerging diseases, a population health approach and a recognition of improved health as both a result of the social determinants of * … + 
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Resumo 
 

Objectives: We aimed to investigate real-world vaccine effectiveness (VE) for Oxford-AstraZeneca (ChAdOx1) and CoronaVac 

against laboratory-confirmed COVID-19 infection among healthcare workers (HCWs).Methods: We conducted a retrospective 

cohort study among HCWs (aged ≥18 years) working in a private healthcare system in Brazil between January 1, 2021 and August 3, 

2021. To assess VE, we calculated VE=1RR (rate ratio), with RR determined by adjusting Poisson models with the occurrence of 

COVID-19 infection as the outcome, and the vaccination status as the main exploratory variable. We used the logarithmic link 

function and simple models adjusting for sex, age and job types. Results: 13,813 HCWs met the inclusion criteria for this analysis. 

6,385 (46.2%) received the CoronaVac vaccine, 5,916 (42.8%) received the ChAdOx1 vaccine, and 1,512 (11.0%) were not 

vaccinated. Overall, COVID19 infection cases happened in 6% of unvaccinated HCWs, 3% of HCWs receiving two doses of 

CoronaVac vaccine, and 0.7% of HCWs receiving two doses of ChAdOx1 vaccine (p-value< 0.001). In the adjusted analyses, the 

estimated VE was 51.3% for CoronaVac, and 88.1% for ChAdOx1 vaccine. Both vaccines reduced the number of hospitalizations, the 

length of hospital stay, and the need of mechanical ventilation. Nineteen SARSCoV-2 samples from nineteen HCWs were screened 

for mutations of interest. Eighteen out of nineteen of those samples were Gamma SARS-CoV-2 variant. Conclusions: While both 

COVID-19 vaccines (viral vector and inactivated virus) can significantly prevent COVID-19 infection among HCWs, CoronaVac was 

much less effective. The COVID-19 vaccines were also effective even against a dominant Gamma variant. 
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Resumo 
 

This study aimed to describe the clinical manifestations of adenovirus infections and identify potential risk factors for co-infection with chlamydia, viruses, and 

bacteria in hospitalized children from Hangzhou, China. From January to December 2019, the characteristics of hospitalized children infected with adenovirus at 

Hangzhou Children’s Hospital and Zhejiang Xiaoshan Hospital were collected. The clinical factors related to co-infection with chlamydia, viruses, and bacteria 

were assessed using multivariate logistic regression analyses. A total of 5,989 children were infected with adenovirus, of which 573 were hospitalized for 

adenovirus infection. The severity of adenovirus respiratory infection was categorized as follows: mild (bronchiolitis, 73.6%), moderate (bronchopneumonia, 

17.6%), or severe (pneumonia, 8.8%). Of the 573 children who were hospitalized, 280 presented with co-infection of chlamydia, viruses, or bacteria, while the 

remaining 293 had only adenovirus infection. Multivariate stepwise logistic regression analyses indicated that elevated ferritin was associated with an increased 

risk of chlamydia co-infection (odds ratio [OR]: 6.50; 95% confidence interval [CI]: 1.56-27.11; P = 0.010). However, increased white blood cell count was 

associated with a reduced risk of viral co-infection (odds ratio [OR], 0.84; 95% CI: 0.75-0.95; P = 0.006). The study indicated that co-infection with chlamydia 

could be affected by elevated ferritin levels. White blood cell levels could affect viral co-infection in hospitalized children infected with adenovirus. 
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Resumo 
 

The ongoing SARS-CoV-2 pandemic highlights the importance of determining the breadth and durability of humoral immunity to SARS-CoV-2 

mRNA vaccination. Herein, we characterize the humoral response in 27 naïve and 40 recovered vaccinees. SARS-CoV-2-specific antibody and 

MBC responses are durable up to six months, although antibody half lives are shorter for naïve recipients. The magnitude of the humoral 

responses to vaccination strongly correlates with responses to initial SARS-CoV-2 infection. Neutralization titers are lower against SARS-CoV-2 

variants in both recovered and naïve vaccinees, with titers more reduced in naïve recipients. While RBD is the main neutralizing target of 

circulating antibodies, Moderna-vaccinated naïves show a lesser reliance on RBD, with >25% neutralization remaining after depletion of RBD-

binding antibodies. Overall, we observe that vaccination induces higher peak titers and improves durability in recovered as compared to naïve 

vaccinees. These findings have broad implications for current vaccine strategies deployed against the SARS-CoV-2 pandemic. 
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Resumo 
 

The large number of spike substitutions in Omicron lineage variants (BA.1, BA.1.1. and BA.2) could jeopardize the efficacy of SARS-CoV-2 vaccines. We evaluated 

in mice the protective efficacy of the Moderna mRNA-1273 vaccine against BA.1 before or after boosting. Whereas two doses of mRNA-1273 vaccine induced 

high levels of neutralizing antibodies against historical WA1/2020 strains, lower levels against BA.1 were associated with breakthrough infection and 

inflammation in the lung. A primary vaccination series with mRNA-1273.529, an Omicron-matched vaccine, potently neutralized BA.1 but inhibited historical or 

other SARS-CoV-2 variants less effectively. However, boosting with either mRNA-1273 or mRNA-1273.529 vaccines increased neutralizing titers and protection 

against BA.1 and BA.2 infection. Nonetheless, the neutralizing antibody titers were higher, and lung viral burden and cytokines were slightly lower in mice 

boosted with mRNA-1273.529 and challenged with BA.1. Thus, boosting with mRNA-1273 or mRNA-1273.529 enhances protection against Omicron infection 

with limited differences in efficacy measured. 
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Resumo 
 

Real-world evidence supporting vaccination against COVID-19 in individuals who have recovered from a previous SARS-CoV-2 

infection is sparse. We aimed to investigate the long-term protection from a previous infection (natural immunity) and whether 

natural immunity plus vaccination (hybrid immunity) was associated with additional protection. 
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Resumo 
 

COVID-19 vaccines have proven highly effective among individuals without a previous SARS-CoV-2 infection, but their effectiveness 

in preventing symptomatic infection and severe outcomes among individuals with previous infection is less clear. We aimed to 

estimate the effectiveness of four COVID-19 vaccines against symptomatic infection, hospitalisation, and death for individuals with 

laboratory-confirmed previous SARS-CoV-2 infection. 
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Resumo 
 

 

ZyCoV-D, a DNA-based vaccine, showed promising safety and immunogenicity in a phase 1/2 trial. We now report the interim 

efficacy results of phase 3 clinical trial with ZyCoV-D vaccine in India. 
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Resumo 

 

Introduction... Since it emerged in Colombia in January 2021, the SARS-CoV-2 Mu variant has spread to 34 countries. The 
epidemiology of this variant has not yet been fully described. Here we report on the emergence and spread of the Mu variant in 
Antioquia State, Colombia. 
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Resumo 
 
 
 
 
 
 
 
 
 
 
 
 

American Indian and Alaska Native populations have some of the highest COVID-19 hospitalization and mortality rates in the US, 
with those in Mississippi being disparately affected. Higher COVID-19 mortality rates among Indigenous populations are often 
attributed to a higher comorbidity burden, although examinations of these associations are scarce, and none were believed to have 
included individuals hospitalized in Mississippi.To evaluate whether racial mortality differences among adults hospitalized with 
COVID-19 are associated with differential comorbidity experiences.The described cross-sectional study used retrospective hospital 
discharge data from the Mississippi Inpatient Outpatient Data System. All adult (aged ≥18 years) Mississippians of a known racial 
identity and who had been hospitalized with COVID-19 from March 1 to December 31, 2020, in any of the state’s 103 nonfederal 
hospitals were included. Data were abstracted on June 17, 2021.Racial identity.In-hospital mortality as indicated by discharge 
status.A total of 18 731 adults hospitalized with a COVID-19 diagnosis and known racial identity were included (median age, 66 
[IQR, 53-76] years; 10 109 [54.0%] female; 225 [1.2%] American Indian and Alaska Native; 9191 [49.1%] Black; and 9121 [48.7%] 
White). Pooling across comorbidity risk groups, odds of in-hospital mortality among Black patients were 75% lower than among 
American Indian and Alaska Native patients (odds ratio *OR+, 0.25 *95% CI, 0.18-0.34]); odds of in-hospital death among White 
patients were 77% lower (OR, 0.23 *95% CI, 0.16-0.31]). Within comorbidity risk group analyses, Indigenous patients with the 
lowest risk (Elixhauser Comorbidity Index score ≤0) had an adjusted probability of in-hospital death of 0.10 compared with 0.03 for 
Black patients (OR, 0.29 *95% CI, 0.10-0.82+) and 0.04 for White patients (OR, 0.37 *95% CI, 0.13-1.07]). Probability of in-hospital 
death at the highest comorbidity risk levels (Elixhauser Comorbidity Index score ≥16) was 0.69 for American Indian and Alaska 
Native patients compared with 0.28 for Black patients (OR, 0.16 *95% CI, 0.08-0.32+) and 0.25 for White patients (OR, 0.14 [95% CI, 
0.07-0.27]).This cross-sectional study of US adults hospitalized with COVID-19 found that American Indian and Alaska Native 
patients had lower comorbidity risk scores than those observed among Black or White patients. Despite empirical associations 
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Resumo 

 

between reduced comorbidity risk scores and reduced odds of inpatient mortality, American Indian and Alaska Native patients 
were significantly more likely to die in the hospital of COVID-19 than Black or White patients at every level of comorbidity risk. 
Alternative factors that may contribute to high mortality rates among Indigenous populations must be investigated. 
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Resumo 
 

Owing to infrastructural and population characteristics, the prison setting is at increased risk for transmission of SARS-CoV-2 and 
for severe clinical outcomes. Because of structural and operational reasons, research in prison settings is challenging and available 
studies are often monocentric and have limited temporal coverage; broader-based research is necessary.To assess the extent and 
dynamics of the COVID-19 pandemic within the prison system of a large Italian region, Lombardy, and report the infection 
prevention and control measures implemented.This repeated cross-sectional study was carried out from March 1, 2020, through 
February 28, 2021 (first wave, March-June 2020; second wave, October 2020-February 2021) in the prison system of Lombardy, 
which includes 18 detention facilities for adults. All incarcerated persons and the prison staff of the penitentiary system of the 
Lombardy region participated in the study.The main exposures of interest were the weekly average number of incarcerated 
individuals placed in quarantine in single or shared isolation rooms, the rate of sick leave by symptomatic and asymptomatic prison 
staff reported to the prison occupational medicine department on a weekly basis, and the level of overcrowding.The primary 
outcome measures were weekly COVID-19 crude case rates, weekly test positivity rate, and the relative risk of acquiring the 
infection for prison staff, incarcerated persons, and the general population.The study population comprised a mean of 7599 
incarcerated individuals and 4591 prison staff. Approximately 5.1% of the prison population were women; demographic 
characteristics of the prison staff were not available. During the study, COVID-19 occurred in 1564 incarcerated individuals and 661 
prison staff. Most of these cases were reported during the second wave (1474 in incarcerated individuals, 529 in prison staff), when 
stringent measures previously enforced were relaxed. During both epidemic waves, incarcerated individuals and prison staff had a 
higher relative risk for COVID-19 infection than the general population during both the first wave (incarcerated individuals: 1.30; 
95% CI, 1.06-1.58; prison staff: 3.23; 95% CI, 2.74-3.84) and the second wave (incarcerated individuals: 3.91; 95% CI, 3.73-4.09; 
prison staff: 2.61; 95% CI, 2.41-2.82).The findings of this study suggest that the prison setting was an element of fragility during 
COVID-19 pandemic, with a high burden of COVID-19 cases among both the incarcerated individuals and prison staff. The prison 
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setting and prison population need to be included and possibly prioritized in the response during epidemic events. 
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Resumo 
 

Individuals with schizophrenia are at higher risk for severe COVID-19 illness and mortality. Previous reports have demonstrated 
vaccination gaps among this high-risk population; however, it is unclear whether these gaps have continued to manifest with the 
booster dose.To assess gaps in first, second, and booster vaccinations among individuals with schizophrenia.This was a matched, 
controlled, retrospective cohort study conducted in November 2021, and included follow-up data from March 2020, to November 
2021. The study used the databases of Clalit Health Services, the largest health care management organization in Israel. Individuals 
with a diagnosis of schizophrenia at the onset of the pandemic and matched controls were included in the analysis.Rates of first, 
second, and booster vaccinations and time to reach vaccination.The study included 34 797 individuals (mean *SD+ age, 50.8 *16.4] 
years; 20 851 men *59.9%+) with schizophrenia and 34 797 matched controls (mean *SD+ age, 50.7 *16.4+ years; 20 851 men *59.9+) 
for a total of 69 594 individuals. A total of 6845 of 33 045 individuals (20.7%) with schizophrenia were completely unvaccinated, 
compared with 4986 of 34 366 (14.5%) in the control group (odds ratio *OR+, 0.65; 95% CI, 0.62-0.67, P &lt; .001). Once vaccinated, 
no significant differences were observed in the uptake of the second vaccine. Gaps emerged again with the booster vaccine, with 
18 469 individuals (74.7%) with schizophrenia completing the booster, compared with 21 563 (77.9%) in the control group (OR, 
0.83; 95% CI, 0.80-0.87, P &lt; .001). Kaplan-Meier analyses indicated significant differences in time to reach vaccination, although 
gaps were lower compared with those reported in the first vaccination (log-rank test, 601.99 days; P &lt; .001 for the first 
vaccination, compared with log-rank test, 81.48 days, P &lt; .001 for the booster). Multivariate Cox regression analyses indicated 
that gaps in the first and booster vaccine were sustained even after controlling for demographic and clinical variables (first vaccine: 
hazard ratio [HR], 0.80; 95% CI, 0.78-0.81; P &lt; .001 and booster: HR, 0.88; 95% CI, 0.87-0.90; P &lt; .001) but were not significant 
for the second vaccine.Results of this cohort study of Israeli adults found lower rates of COVID-19 vaccination among individuals 
with schizophrenia compared with a control group without schizophrenia, especially during the vaccine initiation phase. Countries 
worldwide should adopt strategies to mitigate the persistence of vaccination gaps to improve health care for this vulnerable 
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Resumo 
 

Introduction...New York State was disproportionally affected in the early stages of the COVID-19 pandemic, with approximately 462 000 cases 

and 32 500 deaths by September 30, 2020.
1
 The state has long been an HIV epicenter, and 2019 Centers for Disease Control and Prevention 

surveillance data indicate that New York State has the highest number of persons living with diagnosed HIV per capita in the US.
2
 There is limited 

evidence that the early pandemic had a negative association with preexposure prophylaxis (PrEP) access.
3,4

 PrEP is a core pillar in New York 

State’s effort to end AIDS as an epidemic, making it critical to assess PrEP trends throughout the COVID-19 pandemic. Time-series models were 

created to estimate the association of the first 6 months of the pandemic with PrEP prescription trends. 
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Resumo 

 

Introduction...Most children who contract SARS-CoV-2 are asymptomatic or mildly symptomatic.1 However, a subset of children 

subsequently develop a severe hyperinflammatory condition called multisystem inflammatory syndrome in children (MIS-C) 4 to 6 

weeks after having COVID-19.2 The underlying mechanisms of MIS-C remain unclear,3 leading to hesitation to vaccinate children 

with a history of MIS-C against SARS-CoV-2 because of concerns for a reoccurrence of hyperinflammation. In December 2020, the 

US Food and Drug Administration and the Italian Drug Agency (Agenzia Italiana del Farmaco) provided emergency use authorization 

for the COVID-19 vaccine, BNT162b2, in individuals 16 years or older. In May 2021, the vaccine became available to individuals 12 

years or older. We aimed to evaluate outcomes following SARS-CoV-2 vaccination in patients previously diagnosed with MIS-C and 

hypothesized that vaccination would be well-tolerated. 
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Resumo 
 

During the coronavirus disease 2019 (COVID-19) pandemic, a super typhoon struck the southern Philippines, killing hundreds of people, 

displacing hundreds of thousands of families, and affecting millions of Filipinos. Apart from posing a threat to public health in the country, which 

is still dealing with the pandemic effects of being the most affected country in the Western Pacific Region, the natural disaster also brought with 

it another burden, as many provinces reported outbreaks of food and waterborne diseases as a result of contaminated drinking water, damaged 

water pipes, water supply outages, unsafe food preparation, and poor sanitation. These triple public health emergencies of super typhoon, food 

and waterborne infections, and COVID-19 can be extremely difficult to manage, especially since hundreds of health care facilities were also 

damaged by the recent natural disaster, and many health care workers are becoming ill as a result of the appearance of novel COVID-19 variants 

of concern in the country. Although these challenges can be devastating, Filipinos have a reputation for being resilient in the face of disasters 

and emergencies. 
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Resumo 
 

Objective: Coronavirus disease-19 (COVID-19) has spread rapidly around the world, affecting every community directly or indirectly. Therefore, 

this study aims to investigate the prevalence of COVID-19 infection in the population of the West Gondar zone. Method: A retrospective cross-

sectional study was conducted from November 2020 to January 2021, in the West Gondar zone, Northwest Ethiopia. Records of study 

participants with required information like of age, gender, travel history, type of specimen taken, and site of specimen taken were included. 

Statistical package for social sciences (SPSS) version 20 software was used for analysis. Descriptive statistics were summarized as percentages 

and means ±SD. The Chi-square test is used to compare categorical data. Results: A total of 1,166 participants were enrolled in this study. Of 

them, 16 individuals had positive results, giving a prevalence of 1.37% (95% CI: 0.66-2.08). Living in an urban area (P-value=0.035) and being 

female (P-value=0.045) was statistically associated with the positive rate for COVID-19. Conclusion: This study revealed a low prevalence of 

COVID-19 infection in the study area despite the increasing and rapid dissemination of the disease. State-wide population prevalence study 

should be done to estimate the general prevalence of COVID-19 in Ethiopia. 
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Resumo 
 

Denmark hosted four games during the 2020 UEFA European championships (EC2020). After declining positive SARS-CoV-2 test rates in 

Denmark, a rise occurred during and after the tournament, concomitant with the replacement of the dominant Alpha lineage (B.1.1.7) by the 

Delta lineage (B.1.617.2), increasing vaccination rates, and cessation of several restrictions. A cohort study including 33227 cases was conducted 

from 30 May to 25 July 2021, 14 days before and after the EC2020. Included was a nested cohort with event information from big-screen events 

and matches at the Danish national stadium, Parken, (DNSP) in Copenhagen, held from 12 June to 28 June 2021. Information from whole-

genome sequencing, contact tracing, and Danish registries was collected. Case-case connections were used to establish transmission trees. 

Cases infected on match days were compared to cases not infected on match days as a reference. The crude incidence rate ratio (IRR) of 

transmissions was 1.55, corresponding to 584 (1.76%) cases attributable to EC2020 celebrations. The IRR adjusted for covariates was lower (IRR 

1.41) but still significant, and also pointed to a reduced number of transmissions from fully vaccinated cases (IRR 0.59). These data support the 

hypothesis that the EC2020 celebrations contributed to the rise of cases in Denmark in the early summer of 2021. 
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Resumo 
 

The ongoing pandemic of coronavirus disease 2019 (COVID-19) caused by severe acute respiratory syndrome coronavirus 2 (SARS-

CoV-2) has led to an unprecedented global public health crisis. The objectives of this study were to analyze the dynamic trend in 

specific antibodies in the serum of patients infected with SARS-CoV-2 within 12 months after recovery and to make a preliminary 

assessment of the protective effect of vaccination. Eighty-seven patients with confirmed COVID-19 who were admitted to our 

hospital from January to February 2020 were followed after recovery. Three-milliliter blood samples were collected for specific 

antibody detection at four time points: 1 month, 6 months and 12 months after recovery and 1 month after vaccination. The 

changes in specific IgG antibody and total antibody levels over 12 months were analyzed. Moreover, an independent comparison of 

the neutralizing antibody levels of patients after vaccination with those of healthy medical staff after vaccination was performed to 

compare the inhibition rates of the neutralizing antibody to the virus. No statistically significant difference in the sex distribution 

between groups was observed (P>0.05). Older patients had a greater risk of developing severe and critical COVID-19 (P0.05). 

Significant differences were observed in the inhibition rate of the neutralizing antibody against the virus in the disease group and 

the control group (P<0.05). IgG antibody produced by patients naturally infected with SARS-CoV-2 has a duration of no less than 1 

year, and the change trend graph of total antibody levels was the same as that of IgG antibody levels. Under vaccine stimulation, 

the positive rate of IgG antibody was as high as 100%, and the total antibody concentration reached the highest level, which was 

independent of disease severity. Neutralizing antibodies following vaccination in patients who recovered from COVID19 had a 

higher inhibition rate against SARS-CoV-2 than those of vaccinated healthy controls, indicating that these COVID-19 patients had a 
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lower risk of reinfection and were better protected. 
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Resumo 
 

Objetivo: A pandemia de COVID-19 causou uma crise global de saúde e pode ter afetado as estratégias de prevenção de infecções 

associadas à saúde (IRAS). Este estudo tem como objetivo avaliar o impacto da pandemia de COVID-19 na incidência de IRAS nas 

UTIs brasileiras. Métodos: Este estudo ecológico comparou pacientes adultos internados na UTI de abril a junho de 2020 (período 

pandêmico) com o mesmo período de 2019 (período pré-pandemia) em 21 hospitais brasileiros. A diferença na densidade de 

incidência de infecção da corrente sanguínea associada à linha central (CLABSI) e pneumonia associada à ventilação (PAV) 

microbiologicamente confirmada (casos por 1.000 pacientes-dia), a proporção de organismos que causaram IRAS e consumo de 

antibióticos (DDD) entre a pandemia e os períodos pré-pandemia foram comparados em uma análise de pares usando o teste de 

soma de classificação assinada de Wilcoxon. Resultados: We observed a significant increase in median CLABSI incidence during the 

pandemic (1.60 [0.44-4.20] vs. 2.81 [1.35-6.89], p = 0.002). There was no difference in VAP incidence between the two periods. In 

addition, there was a significant increase in the proportion of CLABSI caused by Enterococcus faecalis and Candida species during 

the pandemic, although only the latter retained statistical significance after correction for multiple comparisons. There was no 

significant change in ceftriaxone, piperacillin/tazobactam, meropenem, or vancomycin consumption between the studied periods. 

Conclusions: There was an increase in CLABSI incidence in Brazilian ICUs during the first months of COVID-19 pandemic. 

Additionally, we observed an increase in the proportion of CLABSI caused by E. faecalis and Candida species in this period. CLABSI 

prevention strategies must be reinforced in ICUs during the COVID-19 pandemic. 
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Resumo 
 

UEFA Euro 2020 tournament was scheduled to take place in 2020, but due to the COVID-19 pandemic was rescheduled to start on 

June 11,2021. Approximately 4 500 Finnish spectators participated, travelling between Finland and Russia during the period of June 

16 to 30 to attend matches played on June 16 and 21. A total of 419 persons returning from Russia or with a connection to Russia 

were detected positive for SARS-CoV-2. Of the 321 sequenced samples 303 turned out to be of the Delta variant. None of these 

cases were hospitalized. In the following weeks findings of the Delta variant increased rapidly. Thus, EURO 2020 travel-related 

imported cases likely facilitated this rapid surge of Delta variant , but this impact would likely have been seen with the typical 

increase in the number of travelers entering Finland later in the summer. 
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Resumo 
 

To Editor: Healthcare personal (HCP) are front-line workers in the COVID-19 pandemic and are at high risk of COVID-19 infection. Risk factors for hospital-

acquired COVID-19 infections among HCP include prolonged periods of patient care, performing aerosol generating procedures, lack of adequate personal 

protective equipment (PPE) and inadequate compliance to infection prevention and control (IPC) policies. 1,2 HCP can also acquire COVID-19 infection from 

high-risk contact with other COVID-19-infected HCP (e.g., eating together) and via community/household exposures. Thus, the level of HCP awareness of and 

adherence to hospital IPC policy is crucial in preventing hospital-acquired COVID-19. To evaluate factors associated with COVID-19 infections among HCP with 

high-risk exposures, we compared the type of exposure, use of PPE and compliance with the hospital IPC policy among exposed HCP who did and did not acquire 

COVID-19. [...] 
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Resumo 
 

Aims: Analysis of the otorhinolaryngological problems due to mask-wearing in the COVID-19 era. Material and Methods: A survey 

with 26 questions was sent by e-mail to 576 individuals. Results: The most frequently worn masks were three-layer surgical earloop 

masks (n=434, 80.7%), followed by N95 and FFP3 masks (n=58, 10.7%), cloth masks (n=50, 9.2%), and fullface respiratory masks (8, 

1.5%). The most bothersome symptoms due to mask wearing were difficulty in nasal breathing (n=227, 41.8%), nasal itching and 

pain (n=99, 17.1%), earache (n=88, 16.2%), difficulty in expressing oneself (n=73, 13.4%), difficulty in understanding speech (n=56, 

10.3%), and ear itching (n=5, 0.9%). Conclusion: The problems due to mask-wearing may cause avoidance of wearing them. 

Therefore, there is a need for new methods that will reduce the problems related to masks and hence increase their use in the 

community. 
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Resumo 
 

Virus-like particle (VLP) and live virus assays were used to investigate neutralizing immunity against  Delta and Omicron SARS-CoV-2 variants in 

259 samples from 128 vaccinated individuals. Following Delta breakthrough infection, titers against WT rose 57-fold and 3.1-fold compared to 

uninfected boosted and unboosted individuals, respectively, versus only a 5.8-fold increase and 3.1-fold decrease for Omicron breakthrough 

infection. Among immunocompetent, unboosted patients, Delta breakthrough infections induced 10.8-fold higher titers against WT compared to 

Omicron (p=0.037). Decreased antibody responses in Omicron  breakthrough infections relative to Delta were potentially related to a higher 

proportion of asymptomatic or mild breakthrough infections (55.0% versus 28.6%, respectively), which exhibited 12.3-fold lower titers against  

WT compared to moderate-severe infections (p=0.020). Following either Delta or Omicron breakthrough  infection, limited variant-specific 

cross-neutralizing immunity was observed. These results suggest that  Omicron breakthrough infections are less immunogenic than Delta, thus 

providing reduced protection against  reinfection or infection from future variants. 
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Resumo 
 

Introduction: Coronavirus disease of 2019 has overwhelmed public health systems worldwide and forced governments to impose draconian lockdowns on entire 

populations. With no vaccine or treatment during the early days of the pandemic, it is of paramount importance to assess the public’s awareness about COVID-

19 so that prevention-focused educational campaigns can be sufficiently deployed. This study aimed to gauge the Syrian public’s adherence to infection control 

measures by assessing attitudes and practices during the pandemic which ravaged an already war-torn Syria. Methods: The web-based cross-sectional study was 

conducted in March 2020, nearly 11 years into the Syrian crisis. The survey contained 3 sections: socio-demographic characteristics, attitudes, and practice. 

Multivariable logistic regression analysis was performed to identify factors associated with good practices and negative attitudes. Data were analyzed using the 

Statistical Package for Social Sciences version 25.0. Results: Of the 3586 participants, 68.2% were females, 50.8% were unemployed, and 79.2% were 

collegeeducated. Only 1402 (39.1%) participants wore face masks when leaving their homes. Multiple logistic regression analysis revealed that female, age, and 

residence were factors associated with good practices such as avoiding mass gatherings, wearing face masks, and maintaining a 1-meter interpersonal distance. 

However, age and occupation were factors associated with negative attitudes towards the closure of universities and schools, travel bans, and quarantines for 

travellers. Conclusion: This survey highlights the need to address specific populations using various measures; there should be a specialized method of 

prevention for each occupation, age group, and place of residence to contain further outbreaks of COVID-19. This can be achieved through targeted awareness 

campaigns. 
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Resumo 
 

The rapid spread of the SARS-CoV-2 Omicron (B.1.1.529) variant, including in highly vaccinated populations, has raised important questions 

about the efficacy of current vaccines. In this study, we show that the mRNA-based BNT162b2 vaccine and the adenovirus vector-based 

Ad26.COV2.S vaccine provide robust protection against high-dose challenge with the SARSCoV-2 Omicron variant in cynomolgus macaques. We 

vaccinated 30 macaques with homologous and heterologous prime-boost regimens with BNT162b2 and Ad26.COV2.S. Following Omicron 

challenge, vaccinated macaques demonstrated rapid control of virus in bronchoalveolar lavage, and most vaccinated animals also controlled 

virus in nasal swabs. However, 4 vaccinated animals that had moderate Omicron neutralizing antibody titers and undetectable Omicron CD8+ T 

cell responses failed to control virus in the upper respiratory tract. Moreover, virologic control correlated with both antibody and T cell 

responses. These data suggest that both humoral and cellular immune responses contribute to vaccine protection against a highly mutated 

SARS-CoV-2 variant. 
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Resumo 
 

The SARS-CoV-2 pandemic has resulted in numerous virus variants, some of which have altered receptor-binding or antigenic phenotypes. Here, 

we quantify the degree to which adaptive evolution is driving the accumulation of mutations across the genome. We correlate clade growth 

with mutation accumulation, compare rates of nonsynonymous to synonymous divergence, assess temporal clustering of mutations and 

evaluate the evolutionary success of individual mutations. We find that spike S1 is the focus of adaptive evolution, but also identify 

positivelyselected mutations in other genes (notably Nsp6) that are sculpting the evolutionary trajectory of SARS-CoV-2. Adaptive changes in S1 

accumulated rapidly, resulting in a remarkably high ratio of nonsynonymous to synonymous divergence that is 2.5X greater than that observed 

in influenza hemagglutinin HA1 at the beginning of the 2009 H1N1 pandemic. These findings uncover a high degree of adaptation in S1 and 

suggest that SARS-CoV-2 may undergo antigenic drift. 
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Resumo 
 

The global tuberculosis burden remains substantial, with more than 10 million people newly ill per year. Nevertheless, tuberculosis incidence has 

slowly declined over the past decade, and mortality has decreased by almost a third in tandem. This positive trend was abruptly reversed by the 

COVID-19 pandemic, which in many parts of the world has resulted in a substantial reduction in tuberculosis testing and case notifications, with 

an associated increase in mortality, taking global tuberculosis control back by roughly 10 years. Here, we consider points of intersection 

between the tuberculosis and COVID-19 pandemics, identifying wide-ranging approaches that could be taken to reverse the devastating effects 

of COVID-19 on tuberculosis control. We review the impact of COVID-19 at the population level on tuberculosis case detection, morbidity and 

mortality, and the patient-level impact, including susceptibility to disease, clinical presentation, diagnosis, management, and prognosis. We 

propose strategies to reverse or mitigate the deleterious effects of COVID-19 and restore tuberculosis services. Finally, we highlight research 

priorities and major challenges and controversies that need to be addressed to restore and advance the global response to tuberculosis. 
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Resumo 
 
 
 
 
 
 
 
 
 
 
 
 

The Delta variant (B.1.617.2) is estimated to be more transmissible than previous strains of SARS-CoV-2, especially among children 

and adolescents. However, to our knowledge, there are no reports confirming this to date.To gain a better understanding of the 

association of age with susceptibility to the Delta variant of SARS-CoV-2.This decision analytic model used an age-structured 

compartmental model using the terms symptom onset (S), exposure (E), infectious (I), and quarantine (Q) (SEIQ) to estimate the 

age-specific force of infection, combining age-specific contact matrices and observed distribution of periods between each stage of 

infection (E to I [ie, latent period], I given S, and S to Q [ie, diagnostic delay]) developed in a previous contact tracing study. A 

bayesian inference method was used to estimate the age-specific force of infection (S to E) and, accordingly, age-specific 

susceptibility. The age-specific susceptibility during the third wave (ie, before Delta, from October 15 to December 22, 2020, when 

the COVID-19 vaccination campaign was not yet launched) and the fourth wave (ie, the Delta-driven wave, from June 27 to August 

21, 2021) in Korea were compared. As vaccine uptake increased, individuals who were vaccinated were excluded from the 

susceptible population in accordance with vaccine effectiveness against the Delta variant. This nationwide epidemiologic study 

included individuals who were diagnosed with COVID-19 during the study period in Korea. Data were analyzed from September to 

November 2021.Age group during the third wave (ie, before Delta) and fourth wave (ie, Delta-driven) of the COVID-19 pandemic in 

South Korea.Age-specific susceptibility during the third and fourth waves was estimated.Among 106 866 confirmed COVID-19 

infections (including 26 597 infections and 80 269 infections during the third and fourth waves of COVID-19 in Korea, respectively), 

a significant difference in age-specific susceptibility to the Delta vs pre-Delta variant was found in the younger age group. After 

adjustment for contact pattern and vaccination status, the increase in susceptibility to the Delta vs pre-Delta variant was estimated 
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Resumo 
 

to be highest in the group aged 10 to 15 years, approximately doubling (1.92-fold increase [95% CI, 1.86-fold to 1.98-fold]), 

whereas in the group aged 50 years or more, susceptibility to the Delta vs pre-Delta variant remained stable at an approximately 1-

fold change (eg, among individuals aged 50-55 years: 0.997-fold [95% CI, 0.989-fold to 1.001-fold).In this study, the Delta variant of 

SARS-CoV-2 was estimated to propagate more easily among children and adolescents than pre-Delta strains, even after adjusting 

for contact pattern and vaccination status. 
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Resumo 
 

The worldwide pandemic of coronavirus disease 2019 (COVID-19) has imposed a challenge on human health worldwide, and vaccination represents a vital 

strategy to control the pandemic. To date, multiple COVID-19 vaccines have been granted emergency use authorization, including inactivated vaccines, 

adenovirus-vectored vaccines, and nucleic acid vaccines. These vaccines have different technical principles, which will necessarily lead to differences in safety 

and efficacy. Therefore, we aim to implement a systematic review by synthesizing clinical experimental data combined with mass vaccination data and 

conducting a synthesis to evaluate the safety and efficacy of COVID-19 vaccines. Compared with other vaccines, adverse reactions after vaccination with 

inactivated vaccines are relatively low. The efficacy of inactivated vaccines is approximately 60%, adenovirus-vectored vaccines are 65%, and mRNA vaccines are 

90%, which are always efficient against asymptomatic severe acute respiratory syndrome coronavirus 2 (SARS-CoV-2) infection, symptomatic COVID-19, COVID-

19 hospitalization, severe or critical hospitalization, and death. RNA-based vaccines have a number of advantages and are one of the most promising vaccines 

identified to date and are particularly important during a pandemic. However, further improvements are required. In time, all the antibody levels weaken 

gradually, so a booster dose is needed to maintain immunity. Compared with homologous prime-boost immunization, heterologous prime-boost immunization 

prompts more robust humoral and cellular immune responses. 
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Resumo 
 

We propose a simple dynamic model for estimating the relative contagiousness of two virus variants. Maximum likelihood 

estimation and inference is conveniently invariant to variation in the total number of cases over the sample period and can be 

expressed as a logistic regression. We apply the model to Danish SARS-CoV-2 variant data. We estimate the reproduction numbers 

of Alpha and Delta to be larger than that of the ancestral variant by a factor of 1.51 [CI 95%: 1.50, 1.53] and 3.28 [CI 95%: 3.01, 

3.58], respectively. In a predominately vaccinated population, we estimate Omicron to be 3.15 [CI 95%: 2.83, 3.50] times more 

infectious than Delta. Forecasting the proportion of an emerging virus variant is straight forward and we proceed to show how the 

effective reproduction number for a new variant can be estimated without contemporary sequencing results. This is useful for 

assessing the state of the pandemic in real time as we illustrate empirically with the inferred effective reproduction number for the 

Alpha variant. 
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Resumo 
 

The test-negative design is commonly used to estimate influenza and COVID-19 vaccine effectiveness (VE). In these studies, correlated COVID-19 and influenza 

vaccine behaviors may introduce a confounding bias where controls are included with the other vaccine-preventable acute respiratory illness (ARI). We 

quantified the impact of this bias on VE estimates in studies where this bias is not addressed.We simulated study populations under varying vaccination 

probabilities, COVID-19 VE, influenza VE, and proportions of controls included with the other vaccine-preventable ARI. Mean bias was calculated as the 

difference between estimated and true VE. Absolute mean bias in VE estimates was classified as low (&lt;10%), moderate (10% to &lt;20%), and high 

(≥20%).Where vaccination probabilities are positively correlated, COVID-19 and influenza VE test-negative studies with influenza and SARS-CoV-2 ARI controls, 

respectively, underestimate VE. For COVID-19 VE studies, mean bias was low for all scenarios where influenza represented ≤25% of controls. For influenza VE 

studies, mean bias was low for all scenarios where SARS-CoV-2 represented ≤10% of controls. Although bias was driven by the conditional probability of 

vaccination, low VE of the vaccine of interest and high VE of the confounding vaccine increase its magnitude.Where a low percentage of controls are included 

with the other vaccine-preventable ARI, bias in COVID-19 and influenza VE estimates is low. However, influenza VE estimates are likely more susceptible to bias. 

Researchers should consider potential bias and its implications in their respective study settings to make informed methodological decisions in test-negative VE 

studies. 
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Resumo 
 
 
 
 
 
 
 
 
 
 
 
 

There has been recent media attention on the risk of excess mortality among homeless individuals during the COVID-19 pandemic, 

yet data on these deaths are limited.To quantify and describe deaths among people experiencing homelessness in San Francisco 

during the COVID-19 pandemic and to compare the characteristics of these deaths with those in prior years.A cross-sectional study 

tracking mortality among people experiencing homelessness from 2016 to 2021 in San Francisco, California. All deceased 

individuals who were homeless in San Francisco at the time of death and whose deaths were processed by the San Francisco Office 

of the Chief Medical Examiner were included. Data analysis was performed from August to October 2021.Homelessness, based on 

homeless living status in an administrative database.Descriptive statistics were used to understand annual trends in demographic 

characteristics, cause and manner of death (based on autopsy), substances present in toxicology reports, geographic distribution of 

deaths, and use of health and social services prior to death. Total estimated numbers of people experiencing homelessness in San 

Francisco were assessed through semiannual point-in-time counts. The 2021 point-in-time count was postponed owing to the 

COVID-19 pandemic.In San Francisco, there were 331 deaths among people experiencing homelessness in the first year of the 

COVID-19 pandemic (from March 17, 2020, to March 16, 2021). This number was more than double any number in previous years 

(eg, 128 deaths in 2016, 128 deaths in 2017, 135 deaths in 2018, and 147 deaths in 2019). Most individuals who died were male 

(268 of 331 [81%]). Acute drug toxicity was the most common cause of death in each year, followed by traumatic injury. COVID-19 

was not listed as the primary cause of any deaths. The proportion of deaths involving fentanyl increased each year (present in 52% 

of toxicology reports in 2019 and 68% during the pandemic). Fewer decedents had contacts with health services in the year prior to 

their death during the pandemic than in prior years (13% used substance use disorder services compared with 20% in 2019).In this 
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cross-sectional study, the number of deaths among people experiencing homelessness in San Francisco increased markedly during 

the first year of the COVID-19 pandemic. These findings may guide future interventions to reduce mortality among individuals 

experiencing homelessness. 
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Resumo 
 
 
 
 
 
 
 
 
 
 

There are limited comparative data on the durability of neutralizing antibody (nAb) responses elicited by messenger RNA (mRNA) 

vaccines against the SARS-CoV-2 variants of concern (VOCs) in immunocompromised patients and healthy controls.To assess the 

humoral responses after vaccination with BNT162b2 (Pfizer-BioNTech) or mRNA-1273 (Moderna) vaccines.In this prospective, 

longitudinal monocentric comparative effectiveness study conducted at the Lausanne University Hospital, binding IgG anti-spike 

antibody and nAb levels were measured at 1 week, 1 month, 3 months, and 6 months after vaccination with mRNA-1273 (24.6% of 

participants) or BNT162b2 (75.3% of participants).All participants received 2 doses of either mRNA-1273 or BNT162b2 vaccines 4 to 

6 weeks apart.The primary outcome of the study was the persistence of nAb responses against the original, nonvariant SARS-CoV-2 

(2019-nCoV) and different VOCs at 6 months after vaccination. Key secondary outcomes were associations of the type of mRNA 

vaccine, the underlying disease, and the treatment with the response to vaccination.Among the 841 participants enrolled between 

January 14 and August 8, 2021, the patient population comprised 637 participants (mean [SD] age, 61.8 [13.7] years; 386 [60.6%] 

female), and the healthy control population comprised 204 participants (mean [SD] age, 45.9 [12.0] years; 144 [70.6%] female). 

There were 399 patients with solid cancers, 101 with hematologic cancers, 38 with solid organ transplants, 99 with autoimmune 

diseases, and 204 healthy controls. More than 15 000 nAb determinations were performed against the original, nonvariant 2019-

nCoV and the Alpha, Beta, Gamma, and Delta variants. The proportions of nAbs and their titers decreased in all study groups at 6 

months after vaccination, with the greatest decreases for the Beta and Delta variants. For Beta, the proportion decreased to a 
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median (SE) of 39.2% (5.5%) in those with hematologic cancers, 44.8% (2.7%) in those with solid cancers, 23.1% (8.3%) in those 

with solid organ transplants, and 22.7% (4.8%) in those with autoimmune diseases compared with 52.1% (4.2%) in healthy controls. 

For Delta, the proportions decreased to 41.8% (5.6%) in participants with hematologic cancer, 51.9% (2.7%) in those with solid 

cancers, 26.9% (8.7%) in those with solid organ transplants, and 30.7% (5.3%) in those with autoimmune diseases compared with 

56.9% (4.1%) healthy controls. Neutralizing antibody titers decreased 3.5- to 5-fold between month 1 and month 6, and the 

estimated duration of response was greater and more durable among those participants vaccinated with mRNA-1273. In 

participants with solid cancers, the estimated duration of nAbs against the Beta variant was 221 days with mRNA-1273 and 146 

days with BNT162b2, and against the Delta variant, it was 226 days with mRNA-1273 and 161 with BNT162b2. The estimated 

duration of nAbs in participants with hematologic cancers was 113 and 127 days against Beta and Delta variants, respectively.This 

comparative effectiveness study suggests that approximately half of patients with hematologic cancers and solid cancers, about 

70% of patients with solid organ transplants or autoimmune diseases, and 40% of healthy controls have lost nAbs against the 

circulating VOCs at 6 months after vaccination. These findings may be helpful for developing the best boosting vaccination schedule 

especially in immunocompromised patients. 
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Resumo 
 
 
 
 
 
 
 
 
 
 
 
 

The increased hospital mortality rates from non–SARS-CoV-2 causes during the SARS-CoV-2 pandemic are incompletely 

characterized.To describe changes in mortality rates after hospitalization for non–SARS-CoV-2 conditions during the COVID-19 

pandemic and how mortality varies by characteristics of the admission and hospital.Retrospective cohort study from January 2019 

through September 2021 using 100% of national Medicare claims, including 4626 US hospitals. Participants included 8 448 758 

individuals with non–COVID-19 medical admissions with fee-for-service Medicare insurance.Outcome was mortality in the 30 days 

after admission with adjusted odds generated from a 3-level (admission, hospital, and county) logistic regression model that 

included diagnosis, demographic variables, comorbidities, hospital characteristics, and hospital prevalence of SARS-CoV-2.There 

were 8 448 758 non–SARS-CoV-2 medical admissions in 2019 and from April 2020 to September 2021 (mean [SD] age, 73.66 [12.88] 

years; 52.82% women; 821 569 [11.87%] Black, 438 453 [6.34%] Hispanic, 5 351 956 [77.35%] White, and 307 218 [4.44%] 

categorized as other). Mortality in the 30 days after admission increased from 9.43% in 2019 to 11.48% from April 1, 2020, to 

March 31, 2021 (odds ratio [OR], 1.20; 95% CI, 1.19-1.21) in multilevel logistic regression analyses including admission and hospital 

characteristics. The increase in mortality was maintained throughout the first 18 months of the pandemic and varied by race and 

ethnicity (OR, 1.27; 95% CI, 1.23-1.30 for Black enrollees; OR, 1.25; 95% CI, 1.23-1.27 for Hispanic enrollees; and OR, 1.18; 95% CI, 

1.17-1.19 for White enrollees); Medicaid eligibility (OR, 1.25; 95% CI, 1.24-1.27 for Medicaid eligible vs OR, 1.18; 95% CI, 1.16-1.18 

for noneligible); and hospital quality score, measured on a scale of 1 to 5 stars with 1 being the worst and 5 being the best (OR, 

1.27; 95% CI, 1.22-1.31 for 1 star vs OR, 1.11; 95% CI, 1.08-1.15 for 5 stars). Greater hospital prevalence of SARS-CoV-2 was 

associated with greater increases in odds of death from the prepandemic period to the pandemic period; for example, comparing 
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mortality in October through December 2020 with October through December 2019, the OR was 1.44 (95% CI, 1.39-1.49) for 

hospitals in the top quartile of SARS-CoV-2 admissions vs an OR of 1.19 (95% CI, 1.16-1.22) for admissions to hospitals in the lowest 

quartile. This association was mostly limited to admissions with high-severity diagnoses.The prolonged elevation in mortality rates 

after hospital admission in 2020 and 2021 for non–SARS-CoV-2 diagnoses contrasts with reports of improvement in hospital 

mortality during 2020 for SARS-CoV-2. The results of this cohort study suggest that, with the continued impact of SARS-CoV-2, it is 

important to implement interventions to improve access to high-quality hospital care for those with non–SARS-CoV-2 diseases. 
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The immune response in children with SARS-CoV-2 infection is not well understood.To compare seroconversion in nonhospitalized 

children and adults with mild SARS-CoV-2 infection and identify factors that are associated with seroconversion.This household 

cohort study of SARS-CoV-2 infection collected weekly nasopharyngeal and throat swabs and blood samples during the acute 

(median, 7 days for children and 12 days for adults [IQR, 4-13] days) and convalescent (median, 41 [IQR, 31-49] days) periods after 

polymerase chain reaction (PCR) diagnosis for analysis. Participants were recruited at The Royal Children’s Hospital, Melbourne, 

Australia, from May 10 to October 28, 2020. Participants included patients who had a SARS-CoV-2–positive nasopharyngeal or 

oropharyngeal swab specimen using PCR analysis.SARS-CoV-2 immunoglobulin G (IgG) and cellular (T cell and B cell) responses in 

children and adults. Seroconversion was defined by seropositivity in all 3 (an in-house enzyme-linked immunosorbent assay [ELISA] 

and 2 commercial assays: a SARS-CoV-2 S1/S2 IgG assay and a SARS-CoV-2 antibody ELISA) serological assays.Among 108 

participants with SARS-CoV-2–positive PCR findings, 57 were children (35 boys [61.4%]; median age, 4 [IQR, 2-10] years) and 51 

were adults (28 women [54.9%]; median age, 37 [IQR, 34-45] years). Using the 3 established serological assays, a lower proportion 

of children had seroconversion to IgG compared with adults (20 of 54 *37.0%+ vs 32 of 42 *76.2%+; P &lt; .001). This result was not 

associated with viral load, which was similar in children and adults (mean [SD] cycle threshold [Ct] value, 28.58 [6.83] vs 24.14 

*8.47+; P = .09). In addition, age and sex were not associated with seroconversion within children (median age, 4 *IQR, 2-14] years 

for both seropositive and seronegative groups; seroconversion by sex, 10 of 21 girls [47.6%] vs 10 of 33 boys [30.3%]) or adults 

(median ages, 37 years for seropositive and 40 years for seronegative adults [IQR, 34-39 years]; seroconversion by sex, 18 of 24 
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women [75.0%] vs 14 of 18 men [77.8%]) (P &gt; .05 for all comparisons between seronegative and seropositive groups). 

Symptomatic adults had 3-fold higher SARS-CoV-2 IgG levels than asymptomatic adults (median, 227.5 [IQR, 133.7-521.6] vs 75.3 

[IQR, 36.9-113.6] IU/mL), whereas no differences were observed in children regardless of symptoms. Moreover, differences in 

cellular immune responses were observed in adults compared with children with seroconversion.The findings of this cohort study 

suggest that among patients with mild COVID-19, children may be less likely to have seroconversion than adults despite similar viral 

loads. This finding has implications for future protection after SARS-CoV-2 infection in children and for interpretation of 

serosurveys that involve children. Further research to understand why seroconversion and development of symptoms are 

potentially less likely in children after SARS-CoV-2 infection and to compare vaccine responses may be of clinical and scientific 

importance. 
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Resumo 
 

A novel multisystem inflammatory syndrome in children (MIS-C) temporally associated with the coronavirus disease 2019 (COVID-

19) infection has been reported, arising weeks after the peak incidence of COVID-19 infection in adults. Patients with MIS-C have 

been reported to have cardiac involvement and clinical features overlapping with other acute inflammatory syndromes such as 

Kawasaki-Disease, toxic shock syndrome, and macrophage activation syndrome. MIS-C may follow Covid-19 infection, most of the 

time after its asymptomatic form, even though it can lead to serious and life-threatening illness.In this case series, we discuss two 

cases of young adults with no former medical history who fit with the criteria defined in MIS-C. They both developed a refractory 

cardiogenic shock and required intensive care treatment including mechanical circulatory support, specifically the use of venous-

arterial extracorporeal membrane oxygenation (VA-ECMO). They were both treated early with intravenous immune globulin and 

adjunctive high-dose steroids. They recovered ad integrum in less than two weeks.MIS-C occurs 2 to 4 weeks after infection with 

SARS-CoV-2. Patients with MIS-C should ideally be managed in an intensive care environment since rapid clinical deterioration may 

occur. It would be preferable to have a multi-disciplinary care to improve outcomes. Patients should be monitored for shock. 

Elucidating the mechanism of this new entity may have importance for understanding COVID-19 far beyond the patients who have 

had MIS-C to date. The pathogenesis seems to involve post-infectious immune dysregulation so early administration intravenous 

immune globulin associated to corticosteroids appears appropriate. It implies early recognition of the syndrome even in young 

adults. 
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COG-UK Mutation Explorer (COG-UK-ME, https://sars2.cvr.gla.ac.uk/cog-uk/ - Last Accessed date 16/03/22) is a web resource that 

displays knowledge and analyses on SARS-CoV-2 virus genome mutations and variants circulating in the UK, with a focus on the 

observed amino acid replacements that have an antigenic role in the context of the human humoral and cellular immune response. 

This analysis is based on more than 2 million genome sequences (as of March 2022) for UK SARS-CoV-2 data held in the CLIMB-

COVID centralised data environment. COG-UK-ME curates these data and displays analyses that are cross-referenced to 

experimental data collated from the primary literature. The aim is to track mutations of immunological importance that are 

accumulating in current variants of concern and variants of interest that could alter the neutralising activity of monoclonal 

antibodies (mAbs), convalescent sera and vaccines. Changes in epitopes recognised by T cells, including those where reduced T cell 

binding has been demonstrated, are reported. Mutations that have been shown to confer SARS-CoV-2 resistance to antiviral drugs 

are also included. Using visualisation tools, COG-UK-ME also allows users to identify the emergence of variants carrying mutations 

that could decrease the neutralising activity of both mAbs present in therapeutic cocktails, e.g., Ronapreve. COG-UK-ME tracks 

changes in frequency of combination of mutations and brings together curated literature on the impact of those mutations on 

various functional aspects of the virus and therapeutics. Given SARS-CoV-2 unpredictable nature as exemplified by yet another 

variant of concern, Omicron, continued surveillance of SARS-CoV-2 remains imperative to monitor virus evolution linked to the 

efficacy of therapeutics. 
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Humoral immunity to severe acute respiratory syndrome coronavirus 2 (SARS-CoV-2) may wane rapidly in persons recovered from mild coronavirus disease 2019 

(COVID-19), but little is known about the longevity.Serum samples were obtained 8, 12, and 18 months after infection from 20 patients with mild COVID-19. The 

binding activities of serum antibodies (IgA, IgG, and IgM) against SARS-CoV-2 antigens of the Wuhan-1 reference strain (wild-type) and the B.1.1.7, P.1, 

B.1.167.2, and B.1.1.529 variants were measured by enzyme-linked immunosorbent assays. Neutralizing antibody titers were measured using a cytopathic 

effect-based live virus neutralization assay.Serum IgA and IgG antibodies against spike or receptor-binding domain (RBD) protein of wild-type SARS-CoV-2 were 

detected for up to 18 months, and neutralizing antibodies persisted for 8 to 18 months after infection. However, any significant antibody responses against RBD 

proteins of SARS-CoV-2 variants were not observed, and median neutralizing antibody titers against the Delta variant at 8, 12, and 18 months were 8–11 fold 

lower than against wild-type viruses (P &lt; .001).Humoral immunity persisted for up to 18 months after SARS-CoV-2 infection in patients with mild COVID-19. 

Humoral immune activity against more recently circulating variants, however, was reduced in this population. 
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Use of IL-6 inhibitors has become one of the most complicated clinical issues in treating COVID-19. Recently, randomized open-label platform trials have found 

that IL-6 inhibitors have a beneficial effect on mortality in severe COVID-19. However, several questions arise around their mechanism of action in this disease, 

as well as how, when, and at which dose they should be used. IL-6 has both pro-inflammatory and anti-inflammatory effects, which may modulate the course of 

COVID-19, whose immunopathogenesis is driven by the innate immune system, autoantibodies, and interferon. Given that patients with delayed seroconversion 

against the SARS-CoV-2 spike protein would be at the highest risk of complications beyond the second week of disease, we propose that considering patient 

serostatus at admission could optimise the use of IL-6 inhibitors in COVID-19. We predict that the net treatment benefits could be higher in the subgroup of 

patients with delayed seroconversion as compared to those who seroconvert more rapidly after SARS-CoV-2 infection. 
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Resumo 
 

COVID-19 is associated with autoimmunity and systemic inflammation. Patients with autoimmune rheumatic and musculoskeletal 

disease (RMD) may be at high risk for SARS-CoV2 infection. In this review, based on evidence from the literature, as well as 

international scientific recommendations, we review the relationships between COVID-19, autoimmunity and patients with 

autoimmune RMDs, as well as the basics of multisystemic inflammatory syndrome associated with COVID-19. We discuss the 

repurposing of pharmaceutics used to treat RMDs, the principles for the treatment of patients with autoimmune RMDs during the 

pandemic and main aspects of vaccination against SARS-CoV-2 in autoimmune RMD patients. 
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Resumo 
 

During the first phase of the COVID-19 pandemic in 2020, concerns were raised that healthcare workers (HCWs) were at high risk of infection. The aim of this 

study was to explore transmission of COVID-19 among HCWs during a staff outbreak at an inpatient ward in Sweden 1 March to 31 May 2020. A mixed methods 

approach was applied using several data sources. In total, 152 of 176 HCWs participated. The incidence of COVID-19 among HCWs was 33%. Among cases, 48 

(96%) performed activities involving direct contact with COVID-19 patients. Contact tracing connected 78% of cases to interaction with another contagious co-

worker. Only a few HCWs cases reported contact with a confirmed COVID-19 case at home (n=6; 12%) or in the community (n=3; 6%). Multiple logistic 

regression identified direct care of COVID-19 patients and positive COVID-19 family contact as risk factors for infection (adjusted OR 8.4 and 9.0 respectively). 

Main interventions to stop the outbreak were physical distancing between HCWs, reinforcement of personal hygiene routines and rigorous surface cleaning. The 

personal protective equipment used in contact with patients was not changed in response to the outbreak. We highlight HCW-to-HCW transmission of COVID-19 

in a hospital environment and the importance of preventing droplet and contact transmission between co-workers. 
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Resumo 
 

The omicron variant (B.1.1.529) of SARS-CoV-2 has demonstrated partial vaccine escape and high transmissibility, with early studies 

indicating lower severity of infection than that of the delta variant (B.1.617.2). We aimed to better characterise omicron severity 

relative to delta by assessing the relative risk of hospital attendance, hospital admission, or death in a large national cohort. 
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Resumo 
 

Awake prone positioning has been broadly utilised for non-intubated patients with COVID-19-related acute hypoxaemic respiratory 

failure, but the results from published randomised controlled trials (RCTs) in the past year are contradictory. We aimed to 

systematically synthesise the outcomes associated with awake prone positioning, and evaluate these outcomes in relevant 

subpopulations. 
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Resumo 
 

In January, 2021, a vaccination campaign against COVID-19 was initiated with the rAd26-rAd5, ChAdOx1 nCoV-19, and BBIBP-CorV 

vaccines in Argentina. The objective of this study was to estimate vaccine effectiveness at reducing risk of SARS-CoV-2 infection and 

COVID-19 deaths in people older than 60 years. 
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Resumo 
 

By August, 2021, South Africa had been affected by three waves of SARS-CoV-2; the second associated with the beta variant and 

the third with the delta variant. Data on SARS-CoV-2 burden, transmission, and asymptomatic infections from Africa are scarce. We 

aimed to evaluate SARS-CoV-2 burden and transmission in one rural and one urban community in South Africa. 
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Resumo 
 

Mortality statistics are fundamental to public health decision making. Mortality varies by time and location, and its measurement is 

affected by well known biases that have been exacerbated during the COVID-19 pandemic. This paper aims to estimate excess 

mortality from the COVID-19 pandemic in 191 countries and territories, and 252 subnational units for selected countries, from Jan 

1, 2020, to Dec 31, 2021. 
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Resumo 
 
 
 
 
 
 
 
 
 
 

Prisons and jails are high-risk environments for COVID-19. Vaccination levels among workers in many such settings remain 

markedly lower than those of residents and members of surrounding communities. The situation is troubling because prison staff 

are a key vector for COVID-19 transmission.To assess patterns and timing of staff vaccination in California state prisons and identify 

individual-level and community-level factors associated with remaining unvaccinated.This cohort study used data from December 

22, 2020, through June 30, 2021, to quantify the fractions of staff and incarcerated residents who remained unvaccinated among 

23 472 custody and 7617 health care staff who worked in roles requiring direct contact with residents at 33 of the 35 prisons 

operated by the California Department of Corrections and Rehabilitation. Multivariable probit regressions assessed demographic, 

community, and peer factors associated with staff vaccination uptake.Remaining unvaccinated throughout the study period.Of 

23 472 custody staff, 3751 (16%) were women, and 1454 (6%) were Asian/Pacific Islander individuals, 1571 (7%) Black individuals, 

9008 (38%) Hispanic individuals, and 6666 (28%) White individuals. Of 7617 health care staff, 5434 (71%) were women, and 2148 

(28%) were Asian/Pacific Islander individuals, 1201 (16%) Black individuals, 1409 (18%) Hispanic individuals, and 1771 (23%) White 

individuals. A total of 6103 custody staff (26%) and 3961 health care staff (52%) received 1 or more doses of a COVID-19 vaccine 

during the first 2 months vaccines were offered, but vaccination rates stagnated thereafter. By June 30, 2021, 14 317 custody staff 

(61%) and 2819 health care staff (37%) remained unvaccinated. In adjusted analyses, remaining unvaccinated was positively 

associated with younger age (custody staff: age, 18-29 years vs ≥60 years, 75% *95% CI, 73%-76%] vs 45% [95% CI, 42%-48%]; 
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Resumo 
 

health care staff: 52% [95% CI, 48%-56%] vs 29% [95% CI, 27%-32%]), prior COVID-19 infection (custody staff: 67% [95% CI, 66%-

68%] vs 59% [95% CI, 59%-60%]; health care staff: 44% [95% CI, 42%-47%] vs 36% [95% CI, 36%-36%]), residing in a community with 

relatively low rates of vaccination (custody staff: 75th vs 25th percentile:, 63% [95% CI, 62%-63%] vs 60% [95% CI, 59%-60%]; health 

care staff: 40% [95% CI, 39%-41%] vs 34% [95% CI, 33%-35%]), and sharing shifts with coworkers who had relatively low rates of 

vaccination (custody staff: 75th vs 25th percentile, 64% [95% CI, 62%-66%] vs 59% [95% CI, 57%-61%]; health care staff: 38% [95% 

CI, 36%-41%] vs 35% [95% CI, 31%-39%]).This cohort study of California state prison custody and health care staff found that 

vaccination uptake plateaued at levels that posed ongoing risks of further outbreaks in the prisons and continuing transmission 

from prisons to surrounding communities. Prison staff decisions to forgo vaccination appear to be multifactorial, and vaccine 

mandates may be necessary to achieve adequate levels of immunity in this high-risk setting. 
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Resumo 
 

Severe acute respiratory syndrome coronavirus 2 (SARS-CoV-2) disease (COVID-19) has high morbidity and mortality in older adults 

and people with dementia. Infection control and prevention measures potentially reduce transmission within hospitals. Aims: We 

aimed to replicate our earlier study of London mental health in-patients to examine changes in clinical guidance and practice and 

associated COVID-19 prevalence and outcomes between COVID-19 waves 1 and 2 (1 March to 30 April 2020 and 14 December 2020 

to 15 February 2021). Method: We collected the 2 month period prevalence of wave 2 of COVID-19 in older (≥65 years) in-patients 

and those with dementia, as well as patients’ characteristics, management and outcomes, including vaccinations. We compared 

these results with those of our wave 1 study. Results: Sites reported that routine testing and personal protective equipment were 

available, and routine patient isolation on admission occurred throughout wave 2. COVID-19 infection occurred in 91/358 (25%; 

95% CI 21–30%) v. 131/344, (38%; 95% CI 33–43%) P < 0.001 in wave 1. Hospitals identified more asymptomatic carriers (26/91; 

29% v. 16/130; 12%) and fewer deaths (12/91; 13% v. 19/131; 15%; odds ratio = 0.92; 0.37–1.81) compared with wave 1. The 

patient vaccination uptake rate was 49/58 (85%). Conclusions: Patients in psychiatric in-patient settings, mostly admitted without 

known SARS-CoV-2 infection, had a high risk of infection compared with people in the community but lower than that during wave 

1. Availability of infection control measures in line with a policy of parity of esteem between mental and physical health appears to 

have lowered within-hospital COVID-19 infections and deaths. Cautious management of vulnerable patient groups including mental 

health patients may reduce the future impact of COVID-19. 
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Resumo 
 

Introdução... The greater spread of SARS-CoV-2 variants of concern (VOCs) determines the occurrence of community outbreaks and 
quickly poses a potential risk for nosocomial outbreaks.1,2 Given the estimated basic reproduction number of the virus, the 
transmission through respiratory droplets, the possibility of transmission of asymptomatic and oligosymptomatic individuals, and 
the high occupancy rate of ... 
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Resumo 
 

Kansas City, Missouri, became one of the major United States hotspots for COVID-19 due to an increase in the rate of positive COVID-19 test results. Despite the 

large numbers of positive cases in Kansas City, MO, the spatial-temporal analysis of data has been less investigated. However, it is critical to detect emerging 

clusters of COVID-19 and enforce control and preventive policies within those clusters. We conducted a prospective Poisson spatial-temporal analysis of Kansas 

City, MO data to detect significant space-time clusters of COVID-19 positive cases at the zip code level in Kansas City, MO. The analysis focused on daily infected 

cases in four equal periods of three months. We detected temporal patterns of emerging and reemerging space-time clusters between March 2020 and 

February 2021. Three statistically significant clusters emerged in the first period, mainly concentrated in downtown. It increased to seven clusters in the second 

period, spreading across a broader region in downtown and north of Kansas City. In the third period, nine clusters covered large areas of north and downtown 

Kansas City, MO. Ten clusters were present in the last period, further extending the infection along the state line. The statistical results were communicated with 

local health officials and provided the necessary guidance for decision-making and allocating resources (e.g., vaccines and testing sites). As more data become 

available, statistical clustering can be used as a COVID-19 surveillance tool to measure the effects of vaccination. 
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Resumo 
 

Uncertainty in patients’ COVID-19 status contributes to treatment delays, nosocomial transmission, and operational pressures in 

hospitals. However, the typical turnaround time for laboratory PCR remains 12–24 h and lateral flow devices (LFDs) have limited 

sensitivity. Previously, we have shown that artificial intelligence-driven triage (CURIAL-1.0) can provide rapid COVID-19 screening 

using clinical data routinely available within 1 h of arrival to hospital. Here, we aimed to improve the time from arrival to the 

emergency department to the availability of a result, do external and prospective validation, and deploy a novel laboratory-free 

screening tool in a UK emergency department. 
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Resumo 
 

People experiencing homelessness face a high risk of SARS-CoV-2 infection and transmission, as well as health complications and 

death due to COVID-19. Despite being prioritised for receiving the COVID-19 vaccine in many regions, little data are available on 

vaccine uptake in this vulnerable population. Using population-based health-care administrative data from Ontario, Canada—a 

region with a universal, publicly funded health system—we aimed to describe COVID-19 vaccine coverage (ie, the estimated 

percentage of people who have received a vaccine) and determinants of vaccine receipt among individuals with a recent history of 

homelessness. 
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Resumo 
 

 Face mask wearing has been an important part of the response to the COVID-19 pandemic. As vaccination coverage progresses in 

countries, relaxation of such practices is increasing. Subsequent COVID-19 surges have raised the questions of whether face masks 

should be encouraged or required and for how long. Here, we aim to assess the value of maintaining face masks use indoors 

according to different COVID-19 vaccination coverage levels in the USA. 
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Resumo 

 

In December, 2020, two mRNA-based COVID-19 vaccines were authorised for use in the USA. We aimed to describe US surveillance 

data collected through the Vaccine Adverse Event Reporting System (VAERS), a passive system, and v-safe, a new active system, 

during the first 6 months of the US COVID-19 vaccination programme. 
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Resumo 
 

 Gender is emerging as a significant factor in the social, economic, and health effects of COVID-19. However, most existing studies 

have focused on its direct impact on health. Here, we aimed to explore the indirect effects of COVID-19 on gender disparities 

globally. 
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Resumo 

 

Nearly 4 billion doses of the BNT162b2-mRNA and CoronaVac-inactivated vaccines have been administrated globally, yet different 

vaccine-induced immunity against SARS-CoV-2 variants of concern (VOCs) remain incompletely investigated. 
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Resumo 
 

Objective: Wearing face masks is believed to mitigate COVID-19 virus transmission by filtering respiratory droplets. This study was to explore the factors 

influencing wearing face masks in public in China during COVID-19 outbreak. Methods: This study was a qualitative semi-structured interview research design 

and was guided by the Protection Motivation Theory. Participants from Jiangxi Province China were interviewed via WeChat video call. Thematic analysis was 

used to analyze the data. Results: Recruitment efforts were suspended when 21 participants (aged 23 to 72) were successfully enrolled and the data reached 

thematic saturation. Four themes were identified when participants described factors influencing them to wear face masks: knowledge of disease (subthemes 

were severity of disease, and individual vulnerability to disease), environmental facilitators and constraints (subthemes were government recommendations, 

public opinion, and affordability and availability of face masks), understanding of protection effectiveness (subthemes were protection effectiveness of wearing 

face masks, and selection of protective measures), and past experiences. Conclusions: Individuals’ decision to wear face masks was influenced by the 

combination of factors identified. Identification of these factors provides guidance for explaining wearing face masks in public and helps policy makers develop 

feasible recommendations for wearing face masks during COVID-19 outbreak. 
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Resumo 
 

In China, most cities have gradually controlled the spread of SARS-CoV-2 and brought COVID-19 under control locally. This means 

that crucial work has shifted from internal management of the pandemic to external prevention and control, especially 

management of international travelers and imported goods. There is much uncertainty about variants of concern for SARS-CoV-2, 

which pose challenges to the steady resumption of social and economic life once the mutant strains begin to spread. The sporadic 

outbreaks of COVID-19 in different provinces of China caused by these mutant strains emphasizes the need for both prevention 

and control measures. Therefore, we introduce China’s experience with preventing and controlling COVID-19 in the postpandemic 

period, which may serve as a reference in various settings. 
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Resumo 
 

COVID-19 serosurvey provides a better estimation of people who have developed antibody against the infection. But, limited information on such serosurveys in 

rural areas poses many hurdles to understand the epidemiology of the virus and to implement proper control strategies. This study was carried out in the rural 

catchment area of Model Rural Health Research Unit in Odisha, India during Mar-April 2021, the initial phase of COVID vaccination. A total of 60 village clusters 

from four study blocks were identified using probability proportionate to size sampling. From each cluster, 60 households and one eligible participant from each 

household (60 per cluster) were selected for collection of blood sample and socio-demographic data. Presence of SARS-CoV-2 antibody was tested using the 

Elecsys Anti-SARS-CoV-2 immunoassay. The overall seroprevalence after adjusting for test performance was 54.21% with an infection to case ratio of 96.89 along 

with 4.25 % partial and 6.79 % full immunization coverage. Highest sero-prevalence was observed in the age group of 19-44 yrs and female had both higher sero-

prevalence as well as vaccine coverage. People of other backward caste also had higher sero-positivity than other caste categories. The study emphasizes on 

continuing surveillance for COVID-19 cases and prioritizing COVID-19 vaccination for susceptible groups for better disease management. 
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Resumo 
 

Seroprevalence of SARS-CoV-2 IgG antibodies, using dried blood spots, was determined in OctoberNovember 2020, among residents and staff randomly selected 

from 20 NH geographically distributed in Flanders, Belgium. Sociodemographic and medical data (including COVID-19 symptoms and result of RT-PCR tests) were 

retrieved using questionnaires. The overall seroprevalence was 17.1% (95% confidence interval (CI), 14.9 - 19.5), with 18.9% (95% CI, 15.9 - 22.2) of the residents 

and 14.9% (95% CI, 11.9 - 18.4) of the staff having antibodies, which was higher than the seroprevalence in blood donors. The seroprevalence in the 20 NH 

varied between 0.0% and 45.0%. Fourteen per cent of the staff with antibodies, reported no typical COVID-19 symptoms, while in residents, 51.0% of those with 

antibodies had no symptoms. The generalized mixed effect model showed a positive association between COVID-19 symptoms and positive serology, but this 

relation was weaker in residents compared to staff. This study shows that NH are more affected by SARS-CoV-2 than the general population. The large variation 

between NH, suggests that some risk factors for the spread among residents and staff may be related to the NH. Further, the results suggest that infected 

people, without the typical COVID-19 symptoms, might play a role in outbreaks 
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Resumo 

 

SARS-CoV-2 transmissions among healthcare personnel (HCP) and hospitalized patients are challenging to confirm. Investigation of 

infected persons often reveals multiple potential risk factors for viral acquisition. We combined exposure investigation with 

genomic analysis confirming two hospital-based clusters. Prolonged close contact with unmasked, unrecognized infectious, 

individuals was a common risk. 
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Resumo 
 

Objective: To assess the validity of Antigen rapid diagnostic tests (Ag-RDT) for SARS-CoV-2 as decision support tool in various hospital-based clinical settings. 

Design: Retrospective cohort study among symptomatic and asymptomatic patients and Healthcare workers (HCW). Setting: A large tertiary teaching medical 

center serving as a major COVID-19 hospitalizing facility. Participants and Methods: Ag-RDTs’ performance was assessed in three clinical settings: 1. 

Symptomatic patients and HCW presenting at the Emergency Departments 2. Asymptomatic patients screened upon hospitalization 3. HCW of all sectors tested 

at the HCW clinic following exposure. Results: We obtained 5172 samples from 4595 individuals, who had both Ag-RDT and quantitative real-time PCR (qRT-PCR) 

results available. Of these, 485 samples were positive by qRT-PCR. The positive percent agreement (PPA) of Ag-RDT was greater for lower cycle threshold (Ct) 

values, reaching 93% in cases where Ct-value was <25 and 85% where Ct-value was <30. PPA was similar between symptomatic and asymptomatic individuals. 

We observed a significant correlation between Ct-value and time from infection onset (p<0.001). Conclusions: Ag-RDT are highly sensitive to the infectious stage 

of COVID-19 manifested by either high viral load (lower Ct) or proximity to infection, whether patient is symptomatic or asymptomatic. Thus, this simple-to-use 

and inexpensive detection method can be used as a decision support tool in various in-hospital clinical settings, assisting patient flow and maintaining sufficient 

hospital staffing. 
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Resumo 

The extensive register infrastructure available for COVID-19 surveillance in Scania county, Sweden, makes it possible to classify 

individual cases with respect to hospitalization and disease severity, stratify on time since last dose and demographic factors, 

account for prior infection, and extract data for population controls automatically. In the present study, we developed a case-

control sampling design to surveil vaccine effectiveness in this ethnically and socioeconomically diverse population with more than 

1.3 million inhabitants. The first surveillance results show that estimated vaccine effectiveness against hospitalization and severe 

disease 0-3 months after the last dose remained stable during the study period, but waned markedly 6 months after the last dose 

in persons aged 65 years or over. 
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Resumo 
 

The outbreak of Coronavirus disease 2019 (COVID-19) throughout the world has  caused millions of death, while the dynamics of 

host responses and the underlying  regulation mechanisms during SARS-CoV-2 infection are not well depicted. Lung  tissues from a 

mouse model sensitized to SARS-CoV-2 infection were serially collected  at different time points for evaluation of transcriptome, 

proteome and phosphoproteome.  We showed the ebb and flow of several host responses in the lung across viral infection. The 

signaling pathways and kinases regulating networks were alternated at different 25 phases of infection. This multiplex evaluation 

also revealed that many kinases of CDK 26 and MAPK family were interactive and served as functional hubs in mediating the 27 

signal transduction during SARS-CoV-2 infection. Our study not only revealed the 28 dynamics of lung pathophysiology and their 

underlying molecular mechanisms during 29 SARS-CoV-2 infection, but also highlighted some molecules and signaling pathways 30 

that might guide future investigations on COVID-19 therapies 
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Resumo 

 

An analysis of data from nearly 154 000 US veterans with SARS-CoV-2 infection provides a grim preliminary answer to the question: 

What are COVID-19’s long-term cardiovascular outcomes? The study, published in Nature Medicine by researchers at the Veterans 

Affairs (VA) St Louis Health Care System, found that in the year after recovering from the illness’s acute phase, patients had 

increased risks of an array of cardiovascular problems, including abnormal heart rhythms, heart muscle inflammation, blood clots, 

strokes, myocardial infarction, and heart failure. What’s more, the heightened risks were evident even among those who weren’t 

hospitalized with acute COVID-19. 
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Resumo 
 
 
 
 
 
 
 
 
 
 
 
 

Resumo 

Optimal quarantine length for COVID-19 infection is unclear, in part owing to limited empirical data.To assess postquarantine 

transmission risk for various quarantine lengths and potential associations between quarantine strictness and transmission 

risk.Retrospective cohort study in 4 US universities from September 2020 to February 2021, including 3641 university students and 

staff who were identified as close contacts to individuals who tested positive for SARS-CoV-2 infection. Individuals were tested 

throughout the 10 to 14–day quarantine, and follow-up testing continued at least weekly throughout the 2020-2021 academic 

year.Strict quarantine, including designated housing with a private room, private bathroom, and meal delivery, vs nonstrict, which 

potentially included interactions with household members.Dates of last known exposure, last negative test result, and first positive 

test result during quarantine.This study included 301 quarantined university students and staff who tested SARS-CoV-2–positive (of 

3641 quarantined total). These 301 individuals had a median (IQR) age of 22.0 (20.0-25.0) years; 131 (43.5%) identified as female; 

and 20 (6.6%) were staff. Of the 287 self-reporting race and ethnicity according to university-defined classifications, 21 (7.3%) were 

African American or Black, 60 (20.9%) Asian, 17 (5.9%) Hispanic or Latinx, 174 (60.6%) White, and 15 (5.2%) other (including 

multiracial and/or multiethnic). Of the 301 participants, 40 (13.3%; 95% CI, 9.9%-17.6%) had negative test results and were 

asymptomatic on day 7 compared with 15 (4.9%; 95% CI, 3.0%-8.1%) and 4 (1.4%; 95% CI, 0.4%-3.5%) on days 10 and 14, 

respectively. Individuals in strict quarantine tested positive less frequently than those in nonstrict quarantine (10% vs 12%; 

P = .04).To maintain the 5% transmission risk used as the basis for US Centers for Disease Control and Prevention’s 7-day test-based 

quarantine guidance, our data suggest that quarantine with quantitative polymerase chain reaction testing 1 day before intended 

release should be 10 days for nonstrict quarantine and 8 days for strict quarantine, as ongoing exposure during quarantine may be 
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 associated with the higher rate of positive test results following nonstrict quarantine. 
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Resumo 
 

Importance  Characterizing rates of SARS-CoV-2 infection among vaccinated and unvaccinated persons with the same exposure is 
critical to understanding the association of vaccination with the risk of infection with the Delta variant. Additionally, evidence of 
Delta variant transmission by children to vaccinated adults has important public health implications. Objective  To characterize 
transmission and infection of SARS-CoV-2 among vaccinated and unvaccinated attendees of an indoor wedding reception. Design, 
Setting, and Participants  This cohort study included attendees at an indoor wedding reception in Minnesota in July 2021. Data 
were collected from REDCap surveys and routine surveillance interviews. The full list of attendees and a partial list of emails were 
obtained. Fifty-seven attendees completed the emailed survey. Eighteen additional attendees were identified from the state health 
department COVID-19 surveillance database. Exposures  Attendance at an indoor event. Main Outcomes and Measures  Risk of 
SARS-CoV-2 infection among vaccinated and unvaccinated attendees, identification of an index case, whole genome sequencing 
(WGS) to identify the COVID-19 variant, understanding of transmission patterns, and assessment of secondary transmission. The 
primary case definition was an individual with a positive SARS-CoV-2 test who attended the wedding in the 14 days prior to their 
illness.Results  Data were gathered for 75 attendees (mean [SE] age, 37.5 [13.7] years; 57 [76%] female individuals), of whom 56 
(75%) were fully vaccinated, 4 (5%) were partially vaccinated, and 15 (20%) were unvaccinated. Of 62 attendees who were tested, 
29 (47%) tested positive, including 16 of 46 fully vaccinated attendees (35%), 2 of 4 partially vaccinated attendees (50%), and 11 of 
12 unvaccinated attendees (92%). Being unvaccinated was associated with a higher risk of infection compared with being 
vaccinated (risk ratio, 2.64; 95% CI, 1.71-4.06; P = .001). One unvaccinated adult required hospitalization. An unvaccinated child 
who was symptomatic on the event date was identified as the index case. Eleven specimens were available for WGS. All sequenced 
specimens were closely related and were identified as the Delta variant. WGS supported secondary transmission from a vaccinated 
individual with SARS-CoV-2.Conclusions and Relevance  This cohort study identified a COVID-19 Delta variant outbreak at an indoor 
event despite a high proportion of vaccinated attendees. It found that vaccination was associated with a reduced risk of infection. 
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Resumo 
 
 
 
 
 
 
 
 
 
 
 

Objective To compare the efficacy of covid-19 vaccines between immunocompromised and immunocompetent people.Design 

Systematic review and meta-analysis. Data sources PubMed, Embase, Central Register of Controlled Trials, COVID-19 Open 

Research Dataset Challenge (CORD-19), and WHO covid-19 databases for studies published between 1 December 2020 and 5 

November 2021. ClinicalTrials.gov and the WHO International Clinical Trials Registry Platform were searched in November 2021 to 

identify registered but as yet unpublished or ongoing studies. Study selection Prospective observational studies comparing the 

efficacy of covid-19 vaccination in immunocompromised and immunocompetent participants. Methods A frequentist random 

effects meta-analysis was used to separately pool relative and absolute risks of seroconversion after the first and second doses of a 

covid-19 vaccine. Systematic review without meta-analysis of SARS-CoV-2 antibody titre levels was performed after first, second, 

and third vaccine doses and the seroconversion rate after a third dose. Risk of bias and certainty of evidence were assessed. Results 

82 studies were included in the meta-analysis. Of these studies, 77 (94%) used mRNA vaccines, 16 (20%) viral vector vaccines, and 4 

(5%) inactivated whole virus vaccines. 63 studies were assessed to be at low risk of bias and 19 at moderate risk of bias. After one 

vaccine dose, seroconversion was about half as likely in patients with haematological cancers (risk ratio 0.40, 95% confidence 

interval 0.32 to 0.50, I2=80%; absolute risk 0.29, 95% confidence interval 0.20 to 0.40, I2=89%), immune mediated inflammatory 

disorders (0.53, 0.39 to 0.71, I2=89%; 0.29, 0.11 to 0.58, I2=97%), and solid cancers (0.55, 0.46 to 0.65, I2=78%; 0.44, 0.36 to 0.53, 

I2=84%) compared with immunocompetent controls, whereas organ transplant recipients were 16 times less likely to seroconvert 

(0.06, 0.04 to 0.09, I2=0%; 0.06, 0.04 to 0.08, I2=0%). After a second dose, seroconversion remained least likely in transplant 

recipients (0.39, 0.32 to 0.46, I2=92%; 0.35, 0.26 to 0.46), with only a third achieving seroconversion. Seroconversion was 

increasingly likely in patients with haematological cancers (0.63, 0.57 to 0.69, I2=88%; 0.62, 0.54 to 0.70, I2=90%), immune 
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Resumo 
 

mediated inflammatory disorders (0.75, 0.69 to 0.82, I2=92%; 0.77, 0.66 to 0.85, I2=93%), and solid cancers (0.90, 0.88 to 0.93, 

I2=51%; 0.89, 0.86 to 0.91, I2=49%). Seroconversion was similar between people with HIV and immunocompetent controls (1.00, 

0.98 to 1.01, I2=0%; 0.97, 0.83 to 1.00, I2=89%). Systematic review of 11 studies showed that a third dose of a covid-19 mRNA 

vaccine was associated with seroconversion among vaccine non-responders with solid cancers, haematological cancers, and 

immune mediated inflammatory disorders, although response was variable in transplant recipients and inadequately studied in 

people with HIV and those receiving non-mRNA vaccines. Conclusion Seroconversion rates after covid-19 vaccination were 

significantly lower in immunocompromised patients, especially organ transplant recipients. A second dose was associated with 

consistently improved seroconversion across all patient groups, albeit at a lower magnitude for organ transplant recipients. 

Targeted interventions for immunocompromised patients, including a third (booster) dose, should be performed. 
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Resumo 

 

 The impact of maternal SARS-CoV-2 infection remains unclear. In this study, we evaluated the risk of maternal SARS-CoV-2 

infection on birth outcomes and how this is modulated by the pregnancy trimester in which the infection occurs. We also 

developed models to predict gestational age at delivery for people following a SARS-CoV-2 infection during pregnancy. 
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Resumo 
 

There is considerable uncertainty over whether adults with asthma should be offered booster vaccines against SARS-CoV-2 and, if 

so, who should be prioritised for booster vaccination. We were asked by the UK’s Joint Commission on Vaccination and 

Immunisation to undertake an urgent analysis to identify which adults with asthma were at an increased risk of serious COVID-19 

outcomes to inform deliberations on booster COVID-19 vaccines. 
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Resumo 
 

We studied SARS-CoV-2 seroprevalence among pregnant women in Norway by including all women who were first trimester pregnant (n=6520), each month 

from December 2019 through December 2020, in the catchment region of Norway’s second largest hospital. We used sera that had been frozen stored after 

compulsory testing for syphilis antibodies in antenatal care. The sera were analyzed with the Elecsys® Anti-SARS-CoV-2 immunoassay (Roche Diagnostics, Cobas 

e801). This immunoassay detects IgG/IgM against SARS-CoV-2 nucleocapsid antigen. Sera with equivocal or positive test results were retested with the Liaison® 

SARS-CoV-2 S1/S2 IgG (DiaSorin), which detects IgG against the spike (S)1 and S2 protein on the SARS-CoV-2 virus. In total, 98 women (adjusted prevalence 1.7%) 

had SARS CoV-2 antibodies. The adjusted seroprevalence increased from 0.3% (1/445) in December 2019 to 5.7% (21/418) in December 2020. Out of the 98 

seropositive women, 36 (36.7%) had serological signs of current SARS-CoV-2 infection at the time of serum sampling, and the incidence remained low during the 

study period. This study suggests that SARS CoV-2 was present in the first half of December 2019, six weeks before the first case was recognized in Norway. The 

low occurrence of SARS-CoV-2 infection during 2020, may be explained by high compliance to extensive preventive measures implemented early in the 

epidemic. 
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Resumo 
 

The COVID-19 health crisis triggered changes in the workplace. This paper explores the insights from scholarly work published in the Journal of Management and 

Organization (JMO) and systematizes this body of knowledge to build a scientific overview that looks at how the COVID-19 health crisis and its repercussions 

may be managed by organizations. We conducted a bibliometric investigation of JMO's most influential papers published from 1995 to June 2020 that offers 

insights into the management of the COVID-19 crisis. Our bibliometric investigation reveals six clusters: (1) conservation of resources theory, entrepreneurs, 

gender and work–family conflict; (2) corporate governance, corporate social responsibility and stakeholder salience; (3) family firms, innovation and research 

methods; (4) creativity, leadership and organizational change; (5) job satisfaction and psychological empowerment; and (6) team performance. We discuss the 

theoretical and practical implications of our findings. 
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Resumo 
 

Objective: Coronavirus disease 2019 (COVID-19) pandemic has substantially affected students around the globe due to the closure of educational institutes. 

However, student involvements and contributions are important in combating the disease for this reason current study was designed to assess the knowledge-

attitude-practice (KAP), preventive behavior, and risk perception among university students.Methods: A cross-sectional survey-based study was conducted 

among university students of Punjab, Pakistan from April 1st to June 30th, 2020. The 68 items questionnaire was used to evaluated responses using statistical 

approaches (student’s t-test, regression-analysis and corelation analysis) by considering p-value <0.05 statistically significant. Results: A total of 503 university 

students (medical and non-medical) were selected with the majority of participants were females (83%) and 64.5% were of age ranged from 16 to 21 years old. 

The participants (80%) reported good disease knowledge with a mean score of 12.06 ± 1.75 (p<0.05), which substantially higher among medical students. Most 

of the respondents (72%) believed that COVID-19 will be effectively controlled through precautionary measures. In correlation subgroup analysis, a significant 

relationship (p=0.025) between knowledge and positive attitude were indicated. Fear and knowledge of COVID-19 emerged as strong predictors (p<0.001) of 

preventive behaviors towards disease. Conclusion: This study demonstrated satisfactory knowledge, positive attitudes, and suitable practices among students 

towards COVID-19. University students can be involved in public education to aid the health authorities in achieving the targets of educational campaigns with 

maximum population coverage. 
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Resumo 
 

Controlling the spread of an infectious disease depends critically on the general public’s adoption of preventive measures. Theories of health behavior suggest 

that risk perceptions motivate preventive behavior. The supporting evidence for this causal link is, however, of questionable validity. The COVID-19 pandemic 

provides a rare opportunity to examine how risk perceptions, preventive behavior, and the link between them develop in a fast-changing risky environment. In a 

4-wave longitudinal study conducted in the United States and China, we found that for Chinese participants, there was little relationship between risk 

perceptions and preventive behavior. This may be a result of the Chinese government’s strict control and containment policies and a collectivistic culture that 

encourages conforming to norms—both of which limit individuals’ nonconformist behavior. For U.S. participants, risk perceptions did motivate preventive 

behavior in the early stage of the pandemic; however, as time went by and the risk of COVID-19 persisted, preventive behavior also led to perception of higher 

infection risk, which in turn further motivated preventive behavior. Thus, instead of the presumed unidirectional influence from perception to behavior, our 

results indicate that the two could mutually reinforce each other. Overall, our findings suggest that risk perceptions—at least in the context of a dynamic health 

hazard—may only motivate preventive behavior at specific stages and under specific conditions. They also highlight the importance of early interventions in 

promoting preventive behavior. (PsycInfo Database Record (c) 2021 APA, all rights reserved) 
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Resumo 
 

Following the discovery of the SARS-CoV-2 Omicron variant (B.1.1.529), the global COVID-19 outbreak has resurfaced after appearing to be relentlessly 

spreading over the past 2 years. This new variant showed marked degree of mutation, compared with the previous SARS-CoV-2 variants. This study investigates 

the evolutionary links between Omicron variant and recently emerged SARS-CoV-2 variants. The entire genome sequences of SARS-CoV-2 variants were 

obtained, aligned using Clustal Omega, pairwise comparison was computed, differences, identity percent, gaps, and mutations were noted, and the identity 

matrix was generated. The phylogenetics of Omicron variants were determined using a variety of evolutionary substitution models. The ultrametric and metric 

clustering methods, such as UPGMA and neighbor-joining (NJ), using nucleotide substitution models that allowed the inclusion of nucleotide transitions and 

transversions as Kimura 80 models, revealed that the Omicron variant forms a new monophyletic clade that is distant from other SARS-CoV-2 variants. In 

contrast, the NJ method using a basic nucleotide substitution model such as Jukes–Cantor revealed a close relationship between the Omicron variant and the 

recently evolved Alpha variant. Based on the percentage of sequence identity, the closest variants were in the following order: Omicron, Alpha, Gamma, Delta, 

Beta, Mu, and then the SARS-CoV-2 USA isolate. A genome alignment with other variants indicated the greatest number of gaps in the Omicron variant's 

genome ranging from 43 to 63 gaps. It is possible, given their close relationship to the Alpha variety, that Omicron has been around for much longer than 

predicted, even though they created a separate monophyletic group. Sequencing initiatives in a systematic and comprehensive manner is highly recommended 

to study the evolution and mutations of the virus. 
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Resumo 
 

Introduction ...The COVID-19 pandemic has caused more than 745 000 deaths in the US. However, the toll might have been higher 
without the rapid development and delivery of effective vaccines. As of October 28, 2021, 69% of 258 million US adults had been 
fully vaccinated. Quantifying the population impact of COVID-19 vaccination can inform future vaccination strategies. Randomized 
clinical trials have established individual-level efficacy of authorized vaccines against the original strain, which exceeds 90% in 
preventing symptomatic and severe disease.1-3 However, the population-level effectiveness of the vaccination campaign in the US, 
in terms of association with reduced infections, hospitalizations, and deaths, is not as well documented, and we evaluated this 
using a simulation model. 
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Resumo 
 
 
 
 
 
 
 

Severe outcomes among youths with SARS-CoV-2 infections are poorly characterized.To estimate the proportion of children with 

severe outcomes within 14 days of testing positive for SARS-CoV-2 in an emergency department (ED).This prospective cohort study 

with 14-day follow-up enrolled participants between March 2020 and June 2021. Participants were youths aged younger than 18 

years who were tested for SARS-CoV-2 infection at one of 41 EDs across 10 countries including Argentina, Australia, Canada, Costa 

Rica, Italy, New Zealand, Paraguay, Singapore, Spain, and the United States. Statistical analysis was performed from September to 

October 2021.Acute SARS-CoV-2 infection was determined by nucleic acid (eg, polymerase chain reaction) testing.Severe 

outcomes, a composite measure defined as intensive interventions during hospitalization (eg, inotropic support, positive pressure 

ventilation), diagnoses indicating severe organ impairment, or death.Among 3222 enrolled youths who tested positive for SARS-

CoV-2 infection, 3221 (&gt;99.9%) had index visit outcome data available, 2007 (62.3%) were from the United States, 1694 (52.6%) 

were male, and 484 (15.0%) had a self-reported chronic illness; the median (IQR) age was 3 (0-10) years. After 14 days of follow-up, 

735 children (22.8% [95% CI, 21.4%-24.3%]) were hospitalized, 107 (3.3% [95% CI, 2.7%-4.0%]) had severe outcomes, and 4 children 
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(0.12% [95% CI, 0.03%-0.32%]) died. Characteristics associated with severe outcomes included being aged 5 to 18 years (age 5 to 

&lt;10 years vs &lt;1 year: odds ratio [OR], 1.60 [95% CI, 1.09-2.34]; age 10 to &lt;18 years vs &lt;1 year: OR, 2.39 [95% CI 1.38-

4.14]), having a self-reported chronic illness (OR, 2.34 [95% CI, 1.59-3.44]), prior episode of pneumonia (OR, 3.15 [95% CI, 1.83-

5.42]), symptoms starting 4 to 7 days prior to seeking ED care (vs starting 0-3 days before seeking care: OR, 2.22 [95% CI, 1.29-

3.82]), and country (eg, Canada vs US: OR, 0.11 [95% CI, 0.05-0.23]; Costa Rica vs US: OR, 1.76 [95% CI, 1.05-2.96]; Spain vs US: OR, 

0.51 [95% CI, 0.27-0.98]). Among a subgroup of 2510 participants discharged home from the ED after initial testing and who had 

complete follow-up, 50 (2.0%; 95% CI, 1.5%-2.6%) were eventually hospitalized and 12 (0.5%; 95% CI, 0.3%-0.8%) had severe 

outcomes. Compared with hospitalized SARS-CoV-2–negative youths, the risk of severe outcomes was higher among hospitalized 

SARS-CoV-2–positive youths (risk difference, 3.9%; 95% CI, 1.1%-6.9%).In this study, approximately 3% of SARS-CoV-2–positive 

youths tested in EDs experienced severe outcomes within 2 weeks of their ED visit. Among children discharged home from the ED, 

the risk was much lower. Risk factors such as age, underlying chronic illness, and symptom duration may be useful to consider 

when making clinical care decisions. 
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Resumo 
 

Introduction... Federally qualified health centers (FQHCs) care for low-income, racially and ethnically diverse, medically 

underserved populations disproportionately affected by COVID-19 and its associated health inequities.1 As trusted, accessible 

entities, FQHCs may mitigate further inequities by providing access to COVID-19 vaccination in communities most affected by 

COVID-19 that have often been least likely to have access to vaccines.2 The objectives of this study were to examine (1) COVID-19 

vaccination administration rates at US FQHCs by race and ethnicity and (2) the racial and ethnic equity in vaccine receipt at FQHCs. 
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Resumo 
 
 
 
 
 
 
 
 
 
 
 

The SARS-CoV-2 viral trajectory has not been well characterized in incident infections. These data are needed to inform natural 

history, prevention practices, and therapeutic development.To characterize early SARS-CoV-2 viral RNA load (hereafter referred to 

as viral load) in individuals with incident infections in association with COVID-19 symptom onset and severity.This prospective 

cohort study was a secondary data analysis of a remotely conducted study that enrolled 829 asymptomatic community-based 

participants recently exposed (&lt;96 hours) to persons with SARS-CoV-2 from 41 US states from March 31 to August 21, 2020. Two 

cohorts were studied: (1) participants who were SARS-CoV-2 negative at baseline and tested positive during study follow-up, and 

(2) participants who had 2 or more positive swabs during follow-up, regardless of the initial (baseline) swab result. Participants 

collected daily midturbinate swab samples for SARS-CoV-2 RNA detection and maintained symptom diaries for 14 days.Laboratory-

confirmed SARS-CoV-2 infection.The observed SARS-CoV-2 viral load among incident infections was summarized, and piecewise 

linear mixed-effects models were used to estimate the characteristics of viral trajectories in association with COVID-19 symptom 

onset and severity.A total of 97 participants (55 women [57%]; median age, 37 years [IQR, 27-52 years]) developed incident 

infections during follow-up. Forty-two participants (43%) had viral shedding for 1 day (median peak viral load cycle threshold [Ct] 

value, 38.5 [95% CI, 38.3-39.0]), 18 (19%) for 2 to 6 days (median Ct value, 36.7 [95% CI, 30.2-38.1]), and 31 (32%) for 7 days or 

more (median Ct value, 18.3 [95% CI, 17.4-22.0]). The cycle threshold value has an inverse association with viral load. Six 

participants (6%) had 1 to 6 days of viral shedding with censored duration. The peak mean (SD) viral load was observed on day 3 of 

shedding (Ct value, 33.8 [95% CI, 31.9-35.6]). Based on the statistical models fitted to 129 participants (60 men [47%]; median age, 
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38 years [IQR, 25-54 years]) with 2 or more SARS-CoV-2–positive swab samples, persons reporting moderate or severe symptoms 

tended to have a higher peak mean viral load than those who were asymptomatic (Ct value, 23.3 [95% CI, 22.6-24.0] vs 30.7 [95% 

CI, 29.8-31.4]). Mild symptoms generally started within 1 day of peak viral load, and moderate or severe symptoms 2 days after 

peak viral load. All 535 sequenced samples detected the G614 variant (Wuhan strain).This cohort study suggests that having 

incident SARS-CoV-2 G614 infection was associated with a rapid viral load peak followed by slower decay. COVID-19 symptom 

onset generally coincided with peak viral load, which correlated positively with symptom severity. This longitudinal evaluation of 

the SARS-CoV-2 G614 with frequent molecular testing serves as a reference for comparing emergent viral lineages to inform clinical 

trial designs and public health strategies to contain the spread of the virus. 
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Resumo 
 

Impressive global efforts have identified both rare and common gene variants associated with  severe COVID-19 using sequencing 

technologies. However, these studies lack the sensitivity to accurately detect several classes of variants, especially large structural 

variants (SVs), which account for a substantial proportion of genetic diversity including clinically relevant variation. We performed 

optical genome mapping on severely-ill COVID-19 patients to identify rare/unique  SVs as decisive predisposition factors associated 

with COVID-19. We identified 7 SVs involving  genes implicated in two key host-viral interaction pathways: innate immunity and 

inflammatory  response, and viral replication and spread in 9 patients, of which SVs in STK26 and DPP4 genes  are the most 

intriguing candidates. This study is the first to systematically assess the potential role  of SVs in the pathogenesis of COVID-19 

severity and highlights the need to evaluate SVs along  with sequencing variants to comprehensively associate genomic information 

with inter-individual  variability in COVID-19 phenotypes. 
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Resumo 
 

Information concerning the longevity of immunity to SARS-CoV-2 following natural infection  may have considerable implications 

for durability of immunity induced by vaccines. Here, we  monitored the SARS-CoV-2 specific immune response in COVID-19 

patients followed up to 15  months after symptoms onset. Following a peak at day 15-28 post-infection, the IgG antibody  response 

and plasma neutralizing titers gradually decreased over time but stabilized after 6  months. Compared to G614, plasma neutralizing 

titers were more than 8-fold lower against  variants Beta, Gamma and Delta. SARS-CoV-2-specific memory B and T cells persisted in 

the  majority of patients up to 15 months although a significant decrease in specific T cells, but not  B cells, was observed between 

6 and 15 months. The antiviral specific immunity especially  memory B cells in COVID-19 convalescent patients is long-lasting, but 

some variants of  concern may at least partially escape the neutralizing activity of plasma antibodies. 
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Resumo 
 

Several months after the emergence of severe acute respiratory syndrome coronavirus-2 (SARS-CoV-2), cases of re-infection after recovery were 

reported. The extent and duration of protective immunity after SARS-CoV-2 infection is not fully understood. As such, the possibility of re-

infection with SARS-CoV-2. Furthermore, cases of re-infection were mainly due to different variants or mutant SARS-CoV-2. Following the fast 

and pandemicscale spread of COVID-19, mutations in SARS-CoV-2 have raised new diagnostic challenges which include the redesign of the 

oligonucleotide sequences used in RT-PCR assays to avoid potential primer–sample mismatches, and decrease sensitivities. Since the initial wave 

of the pandemic, some regions had experienced fresh outbreaks, predisposing people to be susceptible to SARS-CoV-2 re-infection. Hence, this 

article sought to offer detailed biology of SARS-CoV-2 re-infections and their implications on immune response milieu, diagnostic laboratory 

tests and control measures against COVID-19. 
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Resumo 
 

Objective: This study examines the factors associated with the willingness to get the coronavirus vaccine among individuals aged 18 and above. Methods: This 

cross-sectional study was conducted in Turkey. The participants aged 18 and older were recruited between December 2020 and January 2021 through 

conventional social media sites. Snowball sampling was used. An anonymous questionnaire consisted of demographics, vaccination experiences, and perceived 

risk of coronavirus disease.Results: 1202 women and 651 men were included in the data analysis. Findings showed that demographics, vaccinations experience, 

and perceived risk of getting COVID-19 were explained 37% of the variance in people’s willingness to get the COVID-19 vaccination according to hierarchical 

logistic regression. Furthermore, increasing age, being male, acquiring positive information about COVID-19 vaccines, having a lower level of vaccine hesitancy, 

the high level of worry about the COVID-19 and low level of perceptions of the possibility of becoming infected by the COVID-19 were the main predictors of 

COVID-19 vaccine willingness. Conclusions: Factors affecting adults’ willingness to be inoculated with COVID-19 vaccines were related to demographics, 

vaccination experiences, and perceived risk of getting COVID-19. We recommend that public health authorities and practitioners should consider these multiple 

factors regarding vaccine confidence to achieve herd immunity. 
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Resumo 
 

Background:The spatial and temporal extent of SARS-CoV-2 environmental contamination has not been precisely defined. We sought to elucidate contamination 

of different surface types and how contamination changes over time. Methods: We sampled surfaces longitudinally within COVID-19 patient rooms, performed 

quantitative RT-PCR for the detection of SARS-CoV-2 RNA, and modeled distance, time, and severity of illness on the probability of detecting SARS-CoV-2 using a 

mixed-effects binomial model. Results: The probability of detecting SARS-CoV-2 RNA in a patient room did not vary with distance. However, we found that 

surface type predicted probability of detection, with floors and high-touch surfaces having the highest probability of detection (floors odds ratio (OR) 67.8 (95% 

CrI 36.3 to 131); high-touch elevated OR 7.39 (95% CrI 4.31 to 13.1)). Increased surface contamination was observed in room where patients required high-flow 

oxygen, positive airway pressure, or mechanical ventilation (OR 1.6 (95% CrI 1.03 to 2.53)). The probability of elevated surface contamination decayed with 

prolonged hospitalization, but the probability of floor detection increased with duration of the local pandemic wave. Conclusions: Distance from patient’s bed 

did not predict SARS-CoV-2 RNA deposition in patient rooms, but surface type, severity of illness, and time from local pandemic wave predicted surface 

deposition. 
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Resumo 
 

Objective: The object of this study was to examine the accuracy in pre-hospital shock index (SI) for predicting intensive care unit (ICU) requirement and 30-day 

mortality among from COVID-19 patients transported to the hospital by ambulance. Method: All consecutive patients who were the age ≥18 years, transported 

to the emergency department (ED) by ambulance with a suspected or confirmed COVID-19 in the pre-hospital frame were included in the study. Four different 

cut-off points were compared (0.7, 0.8, 0.9, and 1.0) to examine the predictive performance of both the mortality and ICU requirement of the SI. The receiver 

operating characteristic (ROC) curve and the area under the curve (AUC) was employed to evaluate each cut-off value discriminatory for predicting 30-day 

mortality and ICU admission. Results: The total of 364 patients was included in this study. The median age in the study population was 69 (55-80), of which 196 

were men and 168 were women. AUC values for 30-day mortality outcome were calculated as 0.672, 0.674, 0.755, and 0.626, respectively, for threshold values 

of 0.7, 0.8, 0.9 and 1.0. ICU admission was more likely for the patients with pre-hospital SI> 0.9. Similarly, the mortality rate was higher in patients with pre-

hospital SI> 0.9. Conclusion: Early triage of COVID-19 patients will ensure efficient use of healthcare resources. The SI could be a helpful, fast and powerful tool 

for predicting mortality status and ICU requirements of adult COVID-19 patients. It was concluded that the most useful threshold value for the shock index in 

predicting the prognosis of COVID-19 patients is 0.9. 
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Resumo 
 

The COVID-19 pandemic has affected sexual and reproductive health (SRH) service use and unmet need, but the impact is 

unknown. We aimed to determine the proportion of participants reporting sexual risk behaviours, SRH service use and unmet 

need, and to assess remote sexually transmitted infection (STI) testing service use after the first national lockdown in Britain. 
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Resumo 
 

Mortality rates for US residents 15 years or older increased sharply in 2020, fueled by nearly 351 000 deaths attributed to COVID-

19 during the year. As a result, average US life expectancy at birth declined by nearly 2 years from that in 2019, according to a data 

brief from the Centers for Disease Control and Prevention’s National Center for Health Statistics (NCHS).The NCHS report, an 

analysis of finalized data collected from the nation’s death certificates, noted that 3 383 729 resident deaths were registered in the 

US, nearly 529 000 more deaths than in 2019. The analysis showed that the average life expectancy for the US population in 2020 

was 77.0 years, a decrease of 1.8 years from 2019 and the largest 1-year decline in more than 75 years. 
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Resumo 
 

Australia reached a tragic milestone on August 29, 2021, with the first COVID-19 death among the First Nations people. Since then, 

the SARS-CoV-2 Delta variant has infected First Nations people at twice the rate of other Australians. By mid-October 2021, there 

were an additional 12 deaths, more than 4500 cases, and 550 hospitalized among the First Nations people. A major concern is that 

Australia’s states and territories will emerge from lockdown, with the expected surge in cases, when only 47% of Indigenous people 

(≥16 years old) have received 2 doses of an mRNA vaccine (vs 74% of the general population). 
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Resumo 
 
 
 
 
 
 
 
 
 
 
 

Closure of day care centers has been implemented globally to contain the COVID-19 pandemic but has negative effects on 

children’s health and psychosocial well-being.To investigate the feasibility of surveillance among children and childcare workers 

and to model the efficacy of surveillance on viral spread prevention.This nonrandomized controlled trial was conducted at 9 day 

care centers in Wuerzburg, Germany, from October 2020 to March 2021. Participants included children attending day care, 

childcare workers, and household members. Participating day care centers were assigned to different surveillance modules in a 

nonrandomized feasibility study. A mathematical model for SARS-CoV-2 spread in day care centers was developed to identify 

optimal surveillance.Modules 1, 2, and 3 involved continuous surveillance of asymptomatic children and childcare workers by SARS-

CoV-2 polymerase chain reaction testing of either midturbinate nasal swabs twice weekly (module 1) or once weekly (module 2) or 

self-sampled saliva samples twice weekly (module 3). Module 4 involved symptom-based, on-demand testing of children, childcare 

workers, and their household members by oropharyngeal swabs. All participants underwent SARS-CoV-2 antibody status testing 

before and after the sampling period. Questionnaires on attitudes and perception of the pandemic were administered in weeks 1, 

6, and 12. Mathematical modeling was used to estimate SARS-CoV-2 spread in day care centers.The primary outcomes were 

acceptance of the respective surveillance protocols (feasibility study) and the estimated number of secondary infections 

(mathematical modeling).Of 954 eligible individuals (772 children and 182 childcare workers), 592 (62%), including 442 children 

(median [IQR] age, 3 [2-4] years; 214 [48.6%] female) and 150 childcare workers (median [IQR] age, 29 [25-44] years; 129 [90.8%] 

female) participated in the surveillance. In total, 4755 tests for SARS-CoV-2 detected 2 infections (1 childcare worker and 1 adult 
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household member). Acceptance for continuous surveillance was highest for biweekly saliva testing (150 of 221 eligible individuals 

[67.9%; 95% CI, 61.5%-73.7%]) compared with biweekly (51 of 117 individuals [43.6%; 95% CI, 35.0%-52.6%]) and weekly (44 of 128 

individuals [34.4%; 95% CI, 26.7%-43.0%+) midturbinate swabbing (P &lt; .001). Dropout rates were higher for midturbinate 

swabbing (biweekly, 11 of 62 participants [18%]; once weekly, 11 of 55 participants [20%]) than for saliva testing (6 of 156 

participants [4%]). Mathematical modeling based on study and literature data identified biweekly testing of at least 50% of children 

and childcare workers as minimal requirements to limit secondary infections.In this nonrandomized controlled trial, surveillance for 

SARS-CoV-2 in 9 German day care centers was feasible and well accepted. Mathematical modeling estimated that testing can 

minimize the spread of SARS-CoV-2 in day care centers. These findings enable setup of surveillance programs to maintain 

institutional childcare.German Registry for Clinical Trials Identifier: DRKS00023721.  
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Resumo 
 
 
 
 
 
 
 
 
 
 
 
 
 
 

Associations between in utero exposure to maternal SARS-CoV-2 infection and neurodevelopment are speculated, but currently 

unknown.To examine the associations between maternal SARS-CoV-2 infection during pregnancy, being born during the COVID-19 

pandemic regardless of maternal SARS-CoV-2 status, and neurodevelopment at age 6 months.A cohort of infants exposed to 

maternal SARS-CoV-2 infection during pregnancy and unexposed controls was enrolled in the COVID-19 Mother Baby Outcomes 

Initiative at Columbia University Irving Medical Center in New York City. All women who delivered at Columbia University Irving 

Medical Center with a SARS-CoV-2 infection during pregnancy were approached. Women with unexposed infants were approached 

based on similar gestational age at birth, date of birth, sex, and mode of delivery. Neurodevelopment was assessed using the Ages 

&amp; Stages Questionnaire, 3rd Edition (ASQ-3) at age 6 months. A historical cohort of infants born before the pandemic who had 

completed the 6-month ASQ-3 were included in secondary analyses.Maternal SARS-CoV-2 infection during pregnancy and birth 

during the COVID-19 pandemic.Outcomes were scores on the 5 ASQ-3 subdomains, with the hypothesis that maternal SARS-CoV-2 

infection during pregnancy would be associated with decrements in social and motor development at age 6 months.Of 1706 

women approached, 596 enrolled; 385 women were invited to a 6-month assessment, of whom 272 (70.6%)  completed the ASQ-3. 

Data were available for 255 infants enrolled in the COVID-19 Mother Baby Outcomes Initiative (114 in utero exposed, 141 

unexposed to SARS-CoV-2; median maternal age at delivery, 32.0 [IQR, 19.0-45.0] years). Data were also available from a historical 

cohort of 62 infants born before the pandemic. In utero exposure to maternal SARS-CoV-2 infection was not associated with 

significant differences on any ASQ-3 subdomain, regardless of infection timing or severity. However, compared with the historical 
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cohort, infants born during the pandemic had significantly lower scores on gross motor (mean difference, −5.63; 95% CI, −8.75 to 

−2.51; F1,267 = 12.63; P&lt;.005), fine motor (mean difference, −6.61; 95% CI, −10.00 to −3.21; F1,267 = 14.71; P &lt; .005), and 

personal-social (mean difference, −3.71; 95% CI, −6.61 to −0.82; F1,267 = 6.37; P&lt;.05) subdomains in fully adjusted models.In this 

study, birth during the pandemic, but not in utero exposure to maternal SARS-CoV-2 infection, was associated with differences in 

neurodevelopment at age 6 months. These early findings support the need for long-term monitoring of children born during the 

COVID-19 pandemic. 
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Resumo 
 

On May 12, 2021, Ohio announced a lottery system incentivizing residents to receive COVID-19 vaccinations; several US states 

subsequently introduced similar programs. Although analysis of vaccination rates from Ohio suggested that lottery-based 

incentives were not associated with increased vaccination rates, responses to lottery programs across other states are unclear. In 

this study, we assessed changes in COVID-19 vaccination rates across US states with lottery-based vaccine incentives. 
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Resumo 
 

On November 24, 2021, a SARS-CoV-2 variant of concern, Omicron (B.1.1.529), was identified in South Africa as responsible for a 

fourth wave of COVID-19. The high number of spike mutations has raised concerns about its ability to evade vaccine and spread. 

We assessed hospitalized patients with a positive SARS-CoV-2 test result during the fourth wave compared with previous waves. 
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Resumo 
 

People who thought they’d been infected with SARS-CoV-2 had more persistent symptoms than those whose infections were 

confirmed by antibody testing in a recent study.Researchers analyzed survey data and serology results from 26 823 adults in 

France. They found no relationship between the participants’ belief about whether they’d had COVID-19 and their antibody test 

results from blood samples collected between May and November 2020. In fact, about half of participants who believed that they’d 

had COVID-19 tested negative for SARS-CoV-2 antibodies. False-negative results were unlikely to have influenced the associations 

substantially, according to the authors. 
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Resumo 
 

 Despite generally high coronavirus disease 2019 (COVID-19) vaccination rates in the UK, vaccination hesitancy and lower take-up rates have been reported in 

certain ethnic minority communities. Methods: We used vaccination data from the National Immunisation Management System (NIMS) linked to the 2011 

Census and individual health records for subjects aged ≥40 years (n = 24 094 186). We estimated age-standardized vaccination rates, stratified by ethnic group 

and key sociodemographic characteristics, such as religious affiliation, deprivation, educational attainment, geography, living conditions, country of birth, 

language skills and health status. To understand the association of ethnicity with lower vaccination rates, we conducted a logistic regression model adjusting for 

differences in geographic, sociodemographic and health characteristics.Results: All ethnic groups had lower age-standardized rates of vaccination compared 

with the white British population, whose vaccination rate of at least one dose was 94% (95% CI: 94%–94%). Black communities had the lowest rates, with 75% 

(74–75%) of black African and 66% (66–67%) of black Caribbean individuals having received at least one dose. The drivers of these lower rates were partly 

explained by accounting for sociodemographic differences. However, modelled estimates showed significant differences remained for all minority ethnic groups, 

compared with white British individuals.Conclusions: Lower COVID-19 vaccination rates are consistently observed amongst all ethnic minorities. 
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Resumo 
 

Introduction: Global shortages in the supply of SARS-CoV-2 vaccines have resulted in campaigns to first inoculate individuals at highest risk for death from 

COVID-19. Here, we develop a predictive model of COVID-19-related death using longitudinal clinical data from patients in metropolitan Detroit. Methods: All 

individuals included in the analysis had a laboratory-confirmed SARS-CoV-2 infection. Thirty-six pre-existing conditions with a false discovery rate p<0.05 were 

combined with other demographic variables to develop a parsimonious prediction model using least absolute shrinkage and selection operator regression. The 

model was then prospectively validated in a separate set of individuals with confirmed COVID-19.  Results: The study population consisted of 15 502 individuals 

with laboratory-confirmed SARS-CoV-2. The main prediction model was developed using data from 11 635 individuals with 709 reported deaths (case fatality 

ratio 6.1%). The final prediction model consisted of 14 variables with 11 comorbidities. This model was then prospectively assessed among the remaining 3867 

individuals (185 deaths; case fatality ratio 4.8%). When compared with using an age threshold of 65 years, the 14-variable model detected 6% more of the 

individuals who would die from COVID-19. However, below age 45 years and its risk equivalent, there was no benefit to using the prediction model over age 

alone.              Discussion: Using a prediction model, such as the one described here, may help identify individuals who would most benefit from COVID-19 

inoculation, and thereby may produce more dramatic initial drops in deaths through targeted vaccination. 
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Resumo 
 

A variety of non-pharmaceutical interventions (NPIs) have been implemented to control the transmission of COVID-19 in China. The effect of NPIs on other 

common respiratory viruses in children of different age groups has not been examined thus far. Respiratory specimens of children were collected to detect 

common childhood respiratory viruses, including influenza A (FluA), influenza B (FluB), adenovirus (ADV), and respiratory syncytial virus (RSV), at the Children's 

Hospital of Zhejiang University School of Medicine from January 1, 2019, to December 31, 2020. The epidemiological characteristics of the respiratory viruses in 

2020 were compared with those in 2019. From January 2019 to December 2020, 165622 specimens were collected. The proportion of infants aged 0-28 days 

(683, 2.24% vs 1295, 0.96%, P=0.000) and 1-12 months (8560, 28.12% vs 20875, 15.43%, P=0.000) in 2020 increased significantly compared with that in 2019. 

There were two obvious increases in April and September in the number of specimens in children aged 4-6 years and >7 years. FluA, FluB, and RSV's age 

distribution patterns were surprisingly consistent with each other in 2020, and the positive rates of children aged 1-12 months were the highest in all age groups 

(FluA: 4.45%, FluB: 3.30%, RSV: 7.35%). Our study further confirms that the NPIs significantly decreased the transmission of common childhood respiratory 

viruses. The change in circulation characteristics of common respiratory viruses of children in different age groups varied. Therefore, we recommend that 

different protection strategies should be introduced for children of different age groups. 
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Resumo 
 

Aims Immune response to COVID-19 vaccination and a potential impact of glycaemia on antibody levels in people with diabetes remains unclear. We 

investigated the seroconversion following first and second COVID-19 vaccination in people with type 1 and type 2 diabetes in relation to glycaemic control prior 

to vaccination and analysed the response in comparison to individuals without diabetes. Materials and Methods This prospective, multicenter cohort study 

analysed people with type 1 and type 2 diabetes and an HbA1c ≤7.5% (58 mmol/mol) or >7.5% (58 mmol/mol), respectively and healthy controls. Roche's Elecsys 

anti-SARS-CoV-2 S immunoassay targeting the receptor-binding domain was used to quantify anti-spike protein antibodies 7-14 days after the first and 14-21 

days after the second vaccination. Results 86 healthy controls and 161 participants with diabetes were enrolled, 150 (75 with type 1 diabetes and 75 with type 2 

diabetes) were eligible for the analysis. After the first vaccination, only 52.7% in the type 1 diabetes group and 48.0% in the type 2 diabetes group showed 

antibody levels above the cut-off for positivity. Antibody levels after the second vaccination were similar in people with type1, type 2 diabetes and healthy 

controls if adjusted for age, sex and multiple testing (p>0.05). Age (r=-0.45, p<0.001) and glomerular filtration rate (r=0.28, p=0.001) were significantly 

associated with antibody response. Conclusions Anti-SARS-CoV-2 S receptor-binding domain antibody levels after the second vaccination were comparable in 

healthy controls, people with type 1 and type 2 diabetes, irrespective of glycaemic control. Age and renal function correlated significantly with the extent of 

antibody levels. This article is protected by copyright. All rights reserved. 
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Resumo 
 

Following the discovery of the SARS-CoV-2 Omicron variant (B.1.1.529), the global COVID-19 outbreak has resurfaced after appearing to be relentlessly 

spreading over the past 2 years. This new variant showed marked degree of mutation, compared with the previous SARS-CoV-2 variants. This study investigates 

the evolutionary links between Omicron variant and recently emerged SARS-CoV-2 variants. The entire genome sequences of SARS-CoV-2 variants were 

obtained, aligned using Clustal Omega, pairwise comparison was computed, differences, identity percent, gaps, and mutations were noted, and the identity 

matrix was generated. The phylogenetics of Omicron variants were determined using a variety of evolutionary substitution models. The ultrametric and metric 

clustering methods, such as UPGMA and neighbor-joining (NJ), using nucleotide substitution models that allowed the inclusion of nucleotide transitions and 

transversions as Kimura 80 models, revealed that the Omicron variant forms a new monophyletic clade that is distant from other SARS-CoV-2 variants. In 

contrast, the NJ method using a basic nucleotide substitution model such as Jukes–Cantor revealed a close relationship between the Omicron variant and the 

recently evolved Alpha variant. Based on the percentage of sequence identity, the closest variants were in the following order: Omicron, Alpha, Gamma, Delta, 

Beta, Mu, and then the SARS-CoV-2 USA isolate. A genome alignment with other variants indicated the greatest number of gaps in the Omicron variant's 

genome ranging from 43 to 63 gaps. It is possible, given their close relationship to the Alpha variety, that Omicron has been around for much longer than 

predicted, even though they created a separate monophyletic group. Sequencing initiatives in a systematic and comprehensive manner is highly recommended 

to study the evolution and mutations of the virus. 
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Resumo 
 

Introduction... Nearly two years since the start of the SARS-CoV-2 pandemic, which has caused over 5 million deaths, the world 

continues to be on high COVID-19 alert. The World Health Organization (WHO), in collaboration with national authorities, public 

health institutions and scientists have been closely monitoring and assessing the evolution of SARS-CoV-2 since January 2020 [...] 
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Resumo 
 

METHODS : 466 hospital COVID-19 admissions since 14 November 2021 were compared to 3976 prior admissions since 4 May 2020. Ninety-eight patient records 

at peak bed occupancy during the outbreak were reviewed for primary indication for admission, clinical severity, oxygen supplementation level, vaccination and 

prior COVID-19 infection. Provincial and city-wide daily cases and reported deaths hospitalizations and excess deaths data were sourced from the NICD, the 

National Department of Health and the South African Medical Research Council. RESULTS Deaths and ICU admissions were 4.5% vs 21.3% (p<0.00001), and 1% 

vs 4.3% (p<0.00001); length of stay was 4.0 days vs 8.8 days; and mean age was 39 years vs 49 years for the Omicron and previous waves respectively. 

Admissions peaked and declined rapidly with peak bed occupancy at 51% of highest previous peak. Sixty two (63%) patients in COVID-19 wards had incidental 

COVID-19 following a positive SARS-CoV-2 PCR test . Only one third (36) had COVID-19 pneumonia, of which 72% had mild to moderate disease. The remaining 

38% required high care or ICU admission. Fewer than half (45%) of patients in COVID-19 wards compared to 99.5% in the first wave required oxygen 

supplementation. City and provincial rates show decoupling of cases, hospitalisations and deaths compared to previous waves, corroborating the clinical findings 

of milder omicron disease in the hospital.CONCLUSION:  There was decreased severity of disease in the Omicron driven fourth wave in the City of Tshwane, its 

first global epicentre. 

 
 

Referências 
 

ABDULLAH, F. et al. Decreased severity of disease during the first global omicron variant covid-19 outbreak in a large hospital in tshwane, south Africa. 

International journal of infectious diseases, [Netherlands], p. S120197122101256X, Dec. 28, 2021. DOI: 10.1016/j.ijid.2021.12.357. Disponível em: 

https://linkinghub.elsevier.com/retrieve/pii/S120197122101256X. Acesso em: 6 jan.  2022. 

 

Fonte 

 

https://www.ijidonline.com/article/S1201-9712(21)01256-X/fulltext#relatedArticles 

 

https://linkinghub.elsevier.com/retrieve/pii/S120197122101256X
https://www.ijidonline.com/article/S1201-9712(21)01256-X/fulltext#relatedArticles

